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Samples
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F18249.544
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Group

@D Feces Group 8
@D Feces Group 9

Bifidobacteriaceae
Sphingomonadaceae
Lactobacillaceae
Roseobacteraceae
Clostridiaceae
Moraxellaceae
Burkholderiaceae
Enterobacteriaceae
Actinidiaceae
Paenibacillaceae
Gordoniaceae
Geodermatophilaceae
Pseudonocardiaceae
Bacteroidaceae
Planococcaceae
Moraxellaceae
Sutterellaceae
Mycobacteriaceae
Erysipelotrichaceae
Methylobacteriaceae
Coriobacteriaceae
Nocardioidaceae
Akkermansiaceae
Flavobacteriaceae
Bacteroidaceae
Enterococcaceae
Odoribacteraceae
Corynebacteriaceae
Tannerellaceae
Peptostreptococcaceae
Eggerthellaceae
Carnobacteriaceae
Kiloniellaceae
Muribaculaceae
Spongiibacteraceae
Turicibacteraceae
Micrococcaceae
Lachnospiraceae
Eubacteriales_[F-1]
Barnesiellaceae
Oscillospiraceae
Streptococcaceae
Eubacteriales Family XIlI. Incertae Sedis
Muribaculaceae
Azospirillaceae
Lachnospiraceae_[XIV]
Rikenellaceae
Eubacteriaceae_[XV]
Staphylococcaceae

Kordiimonadaceae

Family



