! ! ! !
P_Firmicutes

C_€lostridia

O_| Eubacterlales

C_Bactermdla

O_Bactieroidales

P_Bac:teroidota
S murinus
G ngllactobacnlus
F Oscﬂlospwaceae
G_| Phbcaelcola
S;vulgatus
F_Bacteréoidaceae
: F_| Muribar'culaceae
S freterl nov 89_024 |
G_| Duncamella
S faeC|coIa nov 93 111
S_éhampanellen5|s_nov_91_810
: ()E_Erysipelétrichales
C Erysipélotrichia

G Oscnllospwaceae G_6_
: G_| Rummococcus
S | bact'erlum MOT 153_ nov 97_831
S t|monen5|s nov 90_476 |
CG Raoultlbacter
G Oscnllosplraceae G 1_
O Clostr|d|ales
G_| Eubacterlum
F Eubacterlaceae XV_
S | psychroto!erans nov 88 115
G Lacrlmlspora
S saccharolytlca nov 90_625
S_| bactenum MOT 177_ nov 93582
G Lachnoclostrldlum
S_| bacterlum MOT 147_nov_90_760
S_bacterlum_MO,T_lSl_nov_92_946
S_amini\iforans_nmé/_92_812
G_Oscillospiraceée_G_Z
G_Oscéllospiraceiae_G_4
F_E:ubacteriaies_F_l
G_Sporobacter
:S_Rumincf)coccus_tcf;rques_nO\f/_92_693
G_| Eﬁbacterialés G 1_
S xylanophllum nov 91 313
S bacterlum MOrT 151 nov 95 417
S_ bacterlum MOT 168
G Klneothrlx
G Lachnospwaceae G_11_
_ G Phocea
© S| maSS|I|enS|s nov_88_602
: G_| Ihubacter
S_ ma55|llen5|s nov 94 792
F EubacterlalesFaml[yXlIl IncertaeSedls
G Lachrrospwaceae G_14_
S saccharlvorans nov 89 263
: G Lawsonlbacter
G Lachnosplraceae G_6_
S_| bacterlum MOT 171 nov 94 549
S Clostrldlum herbworans nov 92 917
S_| bactenum MOT 149 nov 87_885
S_terrjnltldls_noy_88_223
G_Piseudoflavénifractor
: G Anae'rotignum
¢S bacterlum MOT 151_nov_96_042 |
ES muIt|speC|es spp:n24 2 nov 95_228
S mult|speC|es sppn28 2 nov 95_198
S bacterlum MOT 153
S vaIerlagenes nov 96_250
G_| OsClIIlbacter
S Rumlnococcus torques nov 93 515
S canis_| nov 94 561
S_Welblonls nov 86_902
G Dysosmobacter
O_Cellwbnonales
: F E.Zpongiibacsteraceae
S bactenum MOT 177 nov 95_851
S champanellen5|s nov 90_713
S bacterlum MO.’I' 149 nov 93 555
S_| bacterlum MOT 159 nov 92 797
S | |n‘test|na||s
G Lachnosplraceae G 3_
S_| bactenum MOT 151_| nov 93_347
S_| bacterlum MOT 151_ nov 93 971
S alysmdes nov 91 441
G_Osc(llosplraceae G 3_

. G_| PaIudlcoIa
S bactenum MO‘T 150 nov 96_458
G_| Faecallcatena
S termltldls nov 87_124
G Spongubacter
S_miarinus_nO\:/_80_142
:G Anaerécolumna
S_| massmen5|s nov_92_276 |
: G_Drar]courtella
ES ceIIqus:intica nO\:/ 88 655

S bacterlum MOT 170 nov 92_259

G Lachnosplraceae G 5_

S f|55|catena nov 93_946
S asaccharolytlcus nov 90_083
C Gar'nmaprotebbacteria
S caplllosus nov 91_060
phocaeen5|s nov 91 511 |
S_| bactenum MOT 168_| nov 93_946
S xylanophllum nov 90_505
S_asaccharo[ytlcus_nov_90_123
. S_ventréiosum_no‘id_93_320
G_Lachn.:ospiraceaé_G_lz
S_bactierium_MOiT_lSO_nowi/_90_184

: G_Cune_fatibacter
S_caecimuris_nov_92_308
S_:%lsaccharo[:yticus_n0\51_90_909

G Acufalibacter

S murls nov 95_670 |

S_|n,test|n| nov 93 111
. G Butynbacter
S cqprostanollgenes nov 92 424
S faeacola nov 85_644
S Clostrldlum ponSaccharontlcum nov 90_437
S producta nov 89 834
S_| bactenum MOT 182_| nov 92_489
S_ Ciostrldlum saccharogumla nov 96_042
S Rumlnococcus gnavus nov 90_ 377
S_bact,erlum_MO,T_161_n0\;/_92_308
S_| bact:erium MO.“I' 149 | nO\:/ 96_258
S bactenum MOT 150 nov 95_188
S Clostrldlum mnocuum nov 87_078
' S_bacterium_MOT 149 nov_96_058
; S_viscéricola_noé/_90_447
F_Barnesfiellaceae
: G_B{arnesiella
S_épsychroto:]erans_nO\E/_S7_037
‘ S_ bact'erium Mo'T 168_ now'/ 93_737
S Clostrldlum polysaccharolytlcum nov 87_500 |
S alysmdes nov 87_083

Feces_Grogyfific B yrRegsr&seited Taxa

G_Butyricicoccus

G_Eisenﬁergiella

G_| Faeca[imonas
S schlnku nov_94 130
S tlmonen5|s

S ma55|l|en5|s

G Streptbcoccus

G_Slackia
B producta nov_ 95 178

S puII|caiecorum nov 87 216
S_eutactys_nov_92;_704
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S_albus nov 91 045

F Streptococcaceae

S_eutactus_nov_95 085
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S_murlsdnov_92_754
S_canis_hov_95 388

S Rumlnococcus gnavus nov 95_ 188

G Coprococcus
S_mutans

S_sacchérivorans
G_Monog:lobus :

S pectinflyticus _

S multlspeues spplO 2

S flavefaC|ens nov 94 760
F_| Murlbaculaceae :

B bacterlum MOT 104 nov_ 86 228
G Murlbaculaceae G 2_ :
S sacchanvorans nov 97_ 689

S producta nov 96 226
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S_bacterlum_MOT_;169_nov_97_484
S_glucerasea .
G_| Fusicaienibacterf

(0] Verrucomlcroblales
C Verrucomlcroblae

F Akkerman5|aceae

S mucmlphlla
G_Akkerr,nan5|a
P_Verruciomicrobiag

S multisbecies sp;519_2
S_luti_| nov 96 429

C_ Corlobacterua
S_aerofaciens

G Collinsella

F_f Coriobécteriaceée

| O Corlobacterlales
F_B|f|dob,acter|aceae

G Bifidoks)acteriumé

C Actmobacterla :

O_| B|f|dobacter|ales
S_pseudglongum :

P_Actinobacteria
|

| | | |
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