
F
18

90
4.

S
20

F
18

90
4.

S
13

F
18

90
4.

S
17

F
18

90
4.

S
37

F
18

90
4.

S
30

F
18

90
4.

S
36

F
18

90
4.

S
12

F
18

90
4.

S
33

F
18

90
4.

S
25

F
18

90
4.

S
01

F
18

90
4.

S
09

F
18

90
4.

S
03

F
18

90
4.

S
31

F
18

90
4.

S
02

F
18

90
4.

S
15

F
18

90
4.

S
40

F
18

90
4.

S
32

F
18

90
4.

S
23

F
18

90
4.

S
28

F
18

90
4.

S
21

Streptococcus

Veillonella

Prevotella

Fusobacterium

Porphyromonas

Neisseria

Haemophilus

Rothia

Oribacterium

Schaalia

Propionibacterium

Leptotrichia

Alloprevotella

Granulicatella

Megasphaera

Campylobacter

Actinomyces

Lancefieldella

Saccharibacteria_(TM7)_[G−1]

Capnocytophaga

Gemella

Aggregatibacter

Treponema

Saccharibacteria_(TM7)_[G−6]

Absconditabacteria_(SR1)_[G−1]

Lautropia

Bergeyella

Parvimonas

Solobacterium

Stomatobaculum

Selenomonas

Peptostreptococcaceae_[XI][G−1]

Peptostreptococcus

Mogibacterium

Catonella

Lachnoanaerobaculum

Ruminococcaceae_[G−2]

Ruminococcaceae_[G−1]

Butyrivibrio

Tannerella

Dialister

Saccharibacteria_(TM7)_[G−5]

Fretibacterium

Filifactor

Abiotrophia

Lachnospiraceae_[G−3]

Kingella

Saccharibacteria_(TM7)_[G−3]

Cardiobacterium

Corynebacterium

Samples

G
en

us

0 20 40 60 80 100

Value
Group

Baseline
Follow−up


