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Top 27 genera bar plot
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Follow-up
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Absconditabacteria_(SR1)_G-1
Actinomyces

Aggregatibacter
Alloprevotella

Campylobacter
Capnocytophaga
Fusobacterium

Gemella

Granulicatella

Haemophilus

Lancefieldella

Lautropia

Leptotrichia

Megasphaera

Neisseria

Oribacterium

Other: < 3%

Porphyromonas

Prevotella

Propionibacterium

Rothia
Saccharibacteria_(TM7)_G-1
Saccharibacteria_(TM7)_G-6
Schaalia

Solobacterium

Streptococcus

Treponema

Veillonella



