F_Streptococcaceae
G_Streptococcus
S_danieliae
S_pneumotropicus
G_Rodentibacter
F_Porphyromonadaceae
S_sp__MOT_131
G_Porphyromonas
C_Bacteroidia
P_Bacteroidetes
O_Bacteroidales
G_Lactococcus

S_lactis
Erysipelotrichaceae_ G 1_
um_MOT_189 nov_88_798
G_Rothia
O_Micrococcales
F_Micrococcaceae
S_nasimurium
S_thoraltensis
_Carnobacteriaceae_ G_1_
S_bacterium_MOT_197
F_Carnobacteriaceae
S_cibaria

G_Gemella
S_sp__MOT_033
F_Gemellaceae
G_Weissella
S_paramesenteroides
G_Pediococcus
S_pentosaceus
G_Latilactobacillus
S_multispecies_sppl0_2
S_brevis
G_Levilactobacillus
S_animalis
G_Ligilactobacillus
F_Lactobacillaceae
P_Firmicutes

C_Bacilli
F_Staphylococcaceae
O_Bacillales
G_Staphylococcus
S_gallinarum
G_Mammaliicoccus
S_lentus
S_bacterium_MOT_177
_Lachnospiraceae_ G_11_
S_equorum

S_ureilyticus
S_halotolerans
G_Jeotgalicoccus
F_Muribaculaceae
C_Bacteroidia
P_Bacteroidota
O_Bacteroidales
G_Duncaniella
P_Actinobacteria
S_multispecies_spp9_2
S_freteri_nov_89_718
F_Corynebacteriaceae
O_Corynebacteriales
G_Corynebacterium
G_Turicibacter
C_Erysipelotrichia
O_Erysipelotrichales
F_Turicibacteraceae
S_sanguinis_nov_95_923
C_Actinomycetia
F_Muribaculaceae
C_Clostridia

S _freteri_nov_93_699
S_sp__MOT_201
G_Atopostipes
G_Muribaculaceae_ G_2_
S_stationis
um_MOT_104_nov_88_867
S_ammoniagenes
O_Eubacteriales
F_Oscillospiraceae
G_Oscillospiraceae_ G_6_
um_MOT_153_nov_91_631
G_Dubosiella
S_newyorkensis
S_saprophyticus
S_freteri_nov_93_293

S _freteri_nov_88 934
P_Verrucomicrobia
F_Akkermansiaceae
O_Verrucomicrobiales
C_Verrucomicrobiae
S_muciniphila
G_Akkermansia
G_Muribaculaceae_ G_1_
S_freteri_nov_89_775
um_MOT_129 nov_88_105
F_Pasteurellaceae
O_Pasteurellales
C_Gammaproteobacteria
P_Proteobacteria
G_Muribacter
S_sp__MOT_143
S_mastitidis

S_acidominimus
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