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Significantly Represented Taxa

| |

I%_Streptocsf)ccaceae
: G_Strepitococcus

éC_BaciIIl

: C_Actin:bmycetia

. F_Micrococcaceae

O_Micrococcales

G Rothla
O_Lactobamllales

S mutans

C_Gammaproteobacteria
: O_Pasté:zurellales
S paraiﬁfluenzae

- G Haemophllus
F Pasteurellaceae

- P Proteobacterla
F_Staphylococcaceae
: O_IEBaciIIaIes

: O_Nega:tivicutes
F_VeiIIor:leIIaceae
G V.elllonella

G Staphylococcus

S multlspeoes spp4_ 3
S multlspeaes spp7_2
: S _flexneri
S_rﬁultispeues_sppS_Z
S parvula
S_ureilyticus

S dysenterlae

S faecahs

S agalactlae
F_Enterobacteriaceae
O_Enterobacterales
G_Escherichia

S_coli

S_avium

F Corynebacterlaceae
o Corynebacterlales
G Corynebacterlum

S _adiacens
G_Granulicatella
F_Carnobacteriaceae
S_amycolatum
G_Shigella
G_Kosakonia
S.saccharl

G_| Enterococcus

F Enterococcaceae

G Enterobacter
S_cancerogenus

S haemolytlcus

O FIavobacterlaIes

C_| FIavobacterua
S_culicis n0\;/ 97 280
G: Chryseobacterium

F_Weeksellaceae

S_ bactenum MOT 151 _nov_ 92 946
G Acutal]bacter :

S_muris_ nov_95 661

S V|sceri:cola_nov__90_447
G_Barnesiella

| F_ Barne5|ellaceae

G OscHIosplraceae G 1_

S_| bactenum MOT . 147 _nov_ 95 218
S_rubiinfantis_nov :88_820

G Anaeré)truncus

S umbilicata_nov_e:)6_033

G_Faecalimonas
G Oscnlosp|raceae G_6_
G Lachnosplraceae G 11_

S | hadrus nov_92 754

G Anaeroshpes

G_| Lachnoclostndlum

G_Kordiimonas
F Kordiirﬁonadaceée

O_| Kordumonadales

S ¢ caeumurls nov_! 96 451

G Frlsmglcoccus :

S xyIanophllum nov 91_. 313
| s xylanolytlca nov._ 96 _436
S copros‘tanollgenes nov_ 91 2379
G_Anaerotignum :

S amlnl\/.orans_n0\1'_92_812
G Lacrirréispora : :
S phocat:éensis_nO\%_94_191
S fermer:ﬁti_nov_85:_242

| F Azosplrlllaceae

G vaelsplrlllum

G Long|baculum

S_muris_ nov_92 754

S gaIacti;tollvoransg_nov_91_0:83
G_Caproiciproducens

S asacchfaronticusf_nov_QO_EéOg
G_| Lawsohibacter :

| F_ K|Ion|ellaceae

G K|Ion|e|la

S majae nov_85_ 144

S_ marmUS nov 80._142

G Spongubacter :

S_ eutactus nov_ 95 085
| S producta nov_ 95 178

G Oscnlosplraceae G 7_
G_Oscnlqsplraceae:_G_Z_
G_Lachnei)spiraceaé_G_G_
O CellviBrionaIes

F Spongrlbacteraceae

(0] Eggerthellales :

F Eggerthellaceaef

| S equoln‘aaens :

G Adlercreut2|a

G Lachnosplraceae G 3_
S producta nov_ 96 017

S thetalotaom|cron

S_ massmen5|s

| S vaIenugenes nav 94 _ 595
G_Oscillibacter :
F_Eubactéeriaceae_éXV_
O_Clostridiales -
G_Eubaciterium

S fissicafena nov :96_042

G_| Faecahcatena

S xylamsolvens
S dlsponcum
G CIostrljdlum
S ﬁnegoldu

G Zhong-shanla

S_| marina‘ nov_79_ './65

G Oscnlosplraceae G 4_
| G Elsenberglella

S_ wadsworth|a

C Deltaproteobacterla
(0] Desulfowbnonales

G BI|0phl|a
F_Desulfpwbrionacéeae
S | intestihalis

G Turlabacter

F Tur|c|bracteraceae

| S sangumls nov_ 96 137
G Lachnosplra

S mult|para nov_ 84 298
S SChInklI nov_94 340
S_ Ianeus

F Odorib‘acteraceaie

G Odorlbacter

| O Rhodospmllales

G Coprococcus
G Butyr|c|coccus
S pulllcaecorum nov 87_ 216

G Oscnldsplraceae G_3_

G_| Medlterranelbacter
G_| Rumlnrococcus :

| G Glucerlbacter
C_Alphaproteobaclferia
S_canis_| r:mv 95_ 38:8

G Pseudoflavonlfractor

S_| uniforr;nis

| S_ Iactat|formans :
G_| Ruthenlbacterlum

F Clostrldlaceae
G_Erysmelatoclostr&idium
S_finegolidii_nov_9éil_835
F_Tanner%ellaceae
S_goldsteinii
G_Parabécteroidesé

S_ excrer'hentihomihis
C Betaproteobacterla
F_Sutterellaceae
G_Parasmétterella
O_Burkhélderiales
S_freteri:nov_89_024
F_Muribaiculaceae
G_ Dunca:niella

S caeC|mur|s
G_Long|c,atena

G Alistip:es

F leenellaceae

o Verrucomlcroblales
P_Verruc:om|crob|a5

G Akkerr:‘nansia

S mucmlphlla

C Verrucom|crob|ae

| F AkkermanS|aceae

G Lachnosplraceae G 4_

F Bacterbldaceae
G_Bacteroides
F_Muribaculaceae .

G_| Muribéculaceae: G 2_

S_ |Ieal|s

G_Rombgutsia :
F_Peptos:‘creptococcaceae
F_Erysipélotrichaceiae
S_saccha:rivorans

C Erysipélotrichia

(0] Ery5|pelotr|chales

| G_ Phocaelcola
F_Bacterpldaceae
S_vulgatius .
S faecicéla nov_ 93 111
F Osullospwaceae
P_| Bactermdota
O_| Bactermdales
| C_ Bacter0|d|a :
G_Fusma,tenlbacter:
S_gluceriasea .
C_Bacter:oidia

P_| Bacter:oidetes

O_| Bactermdales

F_| Lactobacnlaceae
G_| Lactobacnlus

S_ mtestmalls

| G_ Blautla

F Blfldobacterlaceae
C_Actmobactena
G_Bifidolljacteriumf
O_Bifidobacteriales
S pseudélongum
O_ Corlobacterlales

| S_ aerofauens :
F_Corlobacterlacea:e
G CoIIins:eIIa :
C_ Corlobacterua

F Lachnosplraceae
C CIostr|d|a

O_Eubacteriales :
|

|
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LDA SCORE (log 10)

S_bacterium_MOT :153_nov_97_831
| S_ bacterlum MOT . 150 nov_ 90 702

S_bacterium_MOT_178_nov_ 94 929

S_| bacterlum MOT_. 151 _nov_ 90 496

S Clostrldlum herbworans nov 92_ 723

S muIt|speC|es_sppn3_2_nov;_79_121

S | bacterlum MOT 171 _nov__ 94 130

S | bactenum MOT . 149 nov_ 96 473

S | bacterlum MOT._. 149 nov_ 88 017

S | bacterlum MOT 154 nov 94 612

S | bacterlum MOT._. 151 _nov_ 92 116

S | bactenum MOT . 168 nov_ 93 750

S | bacterlum MOT_; 151 _nov_ 93 347

S__Ruminococcus gnavus nov_94_990:

S | bactenum MOT - 150 _nov._ 91 097

S_Clostriidium_sac‘charogum‘ia

S_bacterium_MOT_169_nov_ 97 065

S bacterlum MOT_. 104 nov_ 86 228

S ! saccharlvorans nov 97 479

S_ Clostrldlum saccharogumla nov_ 96 042

| |
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