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-~ Slgnificantly Represented Taxa

O_Eubacteriales

C_:Clostridia

C_Coriobacteriia
éO_CoriobaicteriaIes
S_ae:rofaciens
Fé_Coriobacéeriaceae

G Colllnsella

F Lachnosplraceae

: G_Blautla
O_Bactieroidales
C_Baicteroidia
P_Bacte:eroidetes
:G_Fusicato.ienibacter

O_| Bactéroidales

C_| Bacter0|d|a

P_Bac,termdota

S gl:ucerasea

G Ph()caelcola

F Bactermdaceae

S vulgatus

S faeacola nov 93 111

F Oscnlosplraceae

S sacchanvorans nov 97_479
S saccharlvorans
Q_Ery5|peIQtr|chaIes
C_Erysipé—:-lotrichia
F_Pepfostreptocéccaceae

. G_Ro:mboutsia

. S_ilealis

F Erysmelotr’lchaceae
F_Bacter:oidaceae

G_| Batteroides

G_| Murlbaculaceae G 2_

S | bacterlum MOT 104 nov 86_228
F Murlbaculaceae

S bactenum MOT 169 nov 97_065
G_Lachnosplracege_G_4

o i/errucomiicrobiales

P Verrucomlcrob|a

G Akkerman5|a

S mucmlphlla

G Verrucomlcroblae
F:_Akkermansmceae

. GEAIistipes

F leenellaceae

S freterl nov 89 024
F_Munbagculaceae
G_Duncaniella

S :excremen.tihominis

C Betaproteobactena

F Sutterellaceae

G Parasutterella

O Burkholderlales

: G_Longlcatena
S_cailecimuris

F Tanne'rellaceae

G Parabacter0|des

S goldstemu

S flnegoldn nov 94 835

G E|senberg|ella

S_unlformls

F Clost:ridiaceae

G Ery5|pelatocI05tr|d|um

S CIostr|d|um saccharogum|a
G_| P5eudoflav0n|fractor

C AIphaproteobacterla

: G_| Rumlnococcus

G Oscnllospwaceae G 3_

G Butynacoccus

S pulllcaecorum nov 87_216
S_ | Clostrldlum saccharogumla nov 96_042
: S_bactenum_MO:T_lS0_nov_91_097
. FE'_TuricibacEteraceae

' G Tutlabacter

S sarrgulnls nov 96_137

O Rhodosplrlllales

S laneus

F Odorlbacteraceae
G_Od,orlbacter

S_initestinalis

S_di.sporicum

G_CI(?)Stridium

S_:finegoldn

G_Eubacterium

(0] Clostrldlales

F_ Eubacterlaceae XV_

S thetalotaomlcron

S_ bactenum MOT 151 nov 93_347
G Lachnosplraceae G 3_

S ma.SS|I|enS|s

S_equtpllfaaens

_ 0] Egge.rthellales

G Oscnllosplraceae G 4_

: G Adlercreut2|a
‘F_Eggerthellaceae

G Lachn:ospiraceac:e G_11_

S_| bact'erlum MO'T 178_ nov 94 929
: S_ schlnku nov 94 340
S_bact'erium_Mch 171 nov 94 130
. S canis_ nov 95_388

S xylanlsolvens

G_Gluceribacter
S_efasaccharo[:yticus_n0\51_90_909

: G_| Lawsbnibacter

O_ Cellwbnonales

F Spongubacteraceae

S_| bacterlum MO‘T 151 nov_92_116
Sf_CIostnd|:um_herbl\zorans_nov_92_723
. . GLLachnocIé‘;stridium
G_Oscillospirace:ae_G_Z

: S_producta_nov_96_017
éS_Rumin:ococcus gfnavus n0\:/ 94 990
G_Mediterraneibacter
S_phocaeensis_nov_94 191
S_majae_noy_85 144

G_Kiloniella

F_Kilonjellaceae

S_lactatiformans

G Ruthenibacterlum

S_ bactenum M()T 168_ nov 93_750
S mu[t|para nov 84_298

G Lachnosp|ra

S galactltollvorans nov 91 _| 083

S producta nov 95 178

G Anaerostlpes

S_hadrus nov 92 754

G Caproiciproducens
S_bacterium_| MOIT 149 nov 88 017
S ferment| nov 85_242

G NIVEISpIrI”Um

F Azospmllaceae

S_| marlna nov 79_ 765

G Zhongshama

S_ marlnus nov 80_142 |

G Spongubacter

S muIt|speC|es sppn3 2 | nov 79 121
F.l Kordumonadaceae

O Kordllmonadales

G_ Kordnmonas

G_Faecalicatena
S_desmolans_nov_86_345
S_fissicatena_nov_96_042

- G_Agathobaculum

0: Desulfowbrlonales

S| bactenum MOT 149_nov_96_473
S wadsworthla

F_| Desulfowbnonaceae

G. BI|OphI|a

C Deltaproteobacterla

S coprostanoll.genes nov_91 379
S_caecjmuris noy 96_451

G Frlsmglcoccus

S bactenum MOT 151 nov 90_496
S xylanolytlca nov 96_436

S xyIanophlIum nov 91_313

G_| Faecallmonas

S.muris, nov 95_661

G Acutallbacter

S | umblllcata nov 96_033

S_ bacterlum MOT 151 nov 92 946
S _| bactenum MOT 150_nov_90_702 |
S V|scer|cola nov 90 447
G_Barnesiella

F_Barnesiellaceae

G_Oscillibacter

S vaIencugenes nov_| 94 595

S_ bacterlum MOT 147 nov 95 218
G Osallosplraceae G 1_

G Lacrlmlspora

S_| rubunfantls nov 88_820 |

G Anaerotruncus

G Oscnllosplraceae G 7_

S bactenum MO'T 154 nov 94 612

G_Entero_coccus
F_Enterococcacea€é
S_acnes :

G_Cutibacterium

'l'l
o
=3
o

B
o
3
o
Q
(o]
=3
o
3
QU
(%]
0]
Q
o

(0] Actmomycetales

S parvula
G_Staphylococcus
S_multisbecies_spb7_2
F_Staphyilococcacéae
S_multisibecies_spé5_2
F_Veillonellaceae :
G_veilloriella

o Negativicutes

| G Haemophllus
O_Pasteurellales
S_paraim:*luenzae

F_Pasteurellaceae ;
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Ssp_ Mé)T 045 | ncSv 97 764§
S_| naS|mur|um nov 97_228
F_ M|crococcaceae

G_ Rothla

§ O_ M|crococcales
C_Actlnomycetla

S_mutanis :
O_Lactobacillales
F_Streptcé)coccaceaie

G_Streptbcoccus
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