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C_Actinomnycetia
P_ActinoRacteria
G_Actinpmyces

F_Actinomycgtaceae

o

| Actinomy|cetales
G[ Rothia
f_Microcodcaceae
O_Microcpccales
S_dentdcariosa
S sp_ HMT_169
S sp_ HMT_ 175
G_Streptgcoccus
F_$treptocoqcaceae
S_sp_ HMT 423
S sp_ HMT 171
G_Kingella
b_oralis
S_baqterium_HMT_347
S_bagterium_HMT_957
S_mucilgginosa
MT 138

reensis

v
w0
S
3 T

—4.99 —-3.96 —2.93 —-1.90 -0.87 0.16

D_Erysipelotrichales
F_Erysipelptrichacege
[5_Solobadterium
[ _Erysipelptrichia
b_moorei
[5_Ruminofoccacead G_2_
b_bacteridm_HMT_0B5
b_bacteridm_HMT 345
b_bacteridm_HMT _3#7 nov_93 759
b sp_ HMT_949
b orale
b_socranski
D_Spirochpetales
f_Treponemataceae
[ Spirochaetia
[5_Trepongma

P Spirochgetes
b_sp_ HMT_012
b_sp_ HMT_473
b_oris
b_micans
b_dianae
[5_Saccharlibacteria_| TM7__ G[3
b_bacterium_HMT_3p1
b_sp_ HMT_275
b_multispgcies_spp47_2
b_bacteriym_HMT_0P6
[5_Lachnogpiraceae [ G_3_
b_bacteriym_HMT_1p0
b_gingival|s_nov_90(546
b_cristatus
b_gracilis
[5_Absconglitabacterfa_ SR1__ |G _1_
F_Absconditabacterin_ SR1__F 1_
D_Absconglitabacterfa_ SR1__ |O_1_
_Absconditabacterip_ SR1__|C 1_
P_Absconditabacterip_ SR1_
b_gingivalls
b_catoniag_nov_97_951
[5_Weeksellaceae__G_1_
b_sp_ HMT_900
b_infelix
b_concisug
[5_Lachnogpiraceae | G_2
b_sp_ HMT_332
b sp_ HMT_180
b_sp_ HMT_286
b_saccharplytica
b_segnis
b_gingivicpla
b_sp_ HMT_204
b_sputigena
b_serpentiformis
[5_Moraxella
F_Moraxellaceae
D_Pseudomonadaleq
b_oblonga| nov_93_776
b_morbillorum
b_sp_ HMT_458
b_hofstadi
[5_Ruminofoccacead G_1_
b_bacteridm_HMT_0}5

b sp_ HMT_513
b_melaninpgenica
b_parasanguinis_clafle_411
F_Ruminogoccaceae
b sp_ HMT_392
b_sp_ HMT_898
b_pasteri
[5_Campylpbacter
F_Campylgbacteracgqae
D_Campylpbacteralgs
C_Epsilongroteobacteria
5 sp_ HMT 417
5_Tannerella

F Tannerellaceae
[5_Lachnognaerobacplum
b_cristatug_clade_578
b_hongkorngensis
b_oralis
b_catoniag
b_parainflienzae
[5_Haemophilus
b_aphropHilus
F_Lachnospiraceae
[5_Schaalig
b_sp_ HMT_225
b_nucleatym
[5_Arachnip
b_propionica
[5_Selenomonas
F_Selenomonadacede
D_Selenomonadales|
[5_Porphyrpmonas
F_Porphyrgmonadacgae
D_Eubactgriales
[ Clostridfa
b_sp_ HMT_212
b_shahii
F_Propionipacteriacdae
D_Propion{bacterialds
[5_Sacchallibacteria_| TM7__ G]|1
[5_Abiotrophia
F_Aerococfaceae
b_defectivp
F_Sacchar|bacteria_|TM7__ F_[L
D_Sacchatlibacteria_| TM7__ O] 1
C_Saccharjbacteria_|TM7__ C]1
P_Sacchar|bacteria_|TM7_
[5_Aggregatibacter
[5_Fusobadterium
_Fusobacferiaceae
b_buccalis|
[5_Prevote|la
F_Prevotellaceae
F_Pasteurgllaceae
D_Pasteurellales
[5_Neisserfa
[_Gammaproteobacteria
b_matruchotii
D_Bacterojdales
[ _Bactero|dia
[5_Lautrop|a
F_Burkholgleriaceae
b_mirabilig
D_Burkholderiales
[ Betaprofeobacteria
[5_Leptotrichia
F_Leptotrighiaceae
P_Proteobacteria
D_Fusobagteriales
L _Fusobadteriia

P_Fusobacteria

1.19 222 3.25 428 5.31

LDA SCORE (log 10)



