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S_gordonii_nov_94_036
S_sp__HMT_898_nov_94_694
O_Bacillales
F_Gemellaceae
G_Gemella
S_bacterium_HMT_875
S_sp__HMT_317_nov_97_947
O_Burkholderiales
G_Aerococcus
S_sp__HMT_892_nov_97_446
S_haemolyticus_nov_95_910
S_cinerea_nov_97_541
F_Gracilibacteria__GN02___F_1_
O_Gracilibacteria__GN02___O_1_
P_Gracilibacteria__GN02_
S_bacterium_HMT_872_nov_93_450
G_Gracilibacteria__GN02___G_1_
C_Gracilibacteria__GN02___C_1_

S_suis_nov_93_387
S_sp__HMT_212

S_multispecies_sppn11_2_nov_97_934
S_hominis

S_sp__HMT_167_nov_95_695
O_Cardiobacteriales

F_Cardiobacteriaceae
G_Cardiobacterium

S_sputigena_nov_95_754
S_multispecies_sppn69_2_nov_97_536

S_bacterium_HMT_274_nov_97_723
S_sp__HMT_212_nov_93_043

S_pasteri_nov_96_939
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