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P_Actinobacteria
C_Actinomycetia
S_endodontalis_nov_95_560
S_oris_nov_97_006
S_sp__HMT_317_nov_97_947
S_bacterium_HMT_075
F_Ruminococcaceae
G_Ruminococcaceae__G_1_
S_bacterium_HMT_274
S_bacterium_HMT_100_nov_96_868
S_bacterium_HMT_100
S_sp__HMT_169
S_valvarum
S_durum_nov_93_522
S_mirabilis
G_Lautropia
F_Burkholderiaceae
S_multispecies_spp20_2

S_sanguinis
G_Psychrobacter

S_bacterium_HMT_872_nov_93_450
C_Gracilibacteria__GN02___C_1_
F_Gracilibacteria__GN02___F_1_

G_Gracilibacteria__GN02___G_1_
O_Gracilibacteria__GN02___O_1_

P_Gracilibacteria__GN02_
S_sp__HMT_167_nov_95_695

S__Eubacterium__brachy
G_Peptostreptococcaceae__G_9_

G_Lachnoanaerobaculum
S_nanceiensis_nov_90_361

S_actinomycetemcomitans_nov_97_541
G_Alloprevotella
F_Prevotellaceae

C_Bacteroidia
O_Bacteroidales

Significantly Represented Taxa
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