Significantly Represented Taxa

I Plaque DO Gpl Site34 I Plaque DO Gp2 Site34

P_Protepbacteria
C_Garpmaprotepbacteria

S_pasteri_noy_96_939
S_multisgecies_spph69_2 noy 97 536

F_Moraxellaceae

o

| Pseudompnadales
C_Betaprotegpbacteria
F_Neisderiaceae
O_Neisseriales
G_Neisseria
S_cynoflegmi_noy_90_208
S {minor_noy_93_865

9 flava_noy_97_947
S_haemolysans
O_Bacillales
G|Gemella
F_Genpellaceae
b_suis_noy_93 387
S_sputigena_noy_95_754
S_parahaemolyticus_noy_97_342
O_Micrdcoccales
F_Microcgccaceae
S_sp__ HMIT_167_noy_95_695
G_Midrococcus
S_flavus
C_Alphaprotegpbacteria
S_thndoii_noy_97 308
IG_Rothia
S_endophytica
S_sp_ HMT_212
S_

psloensis

S_massillensis_nov| 95_918
S_haemdlyticus_ngv_95_910
S_sp__HMT_913 _nqv_97_751
S_sp__ HMIT_219
S_sp__ HNYIT_066_nqv_96_964
S_gingivicola_nov_p5_122
S_bacterfum_HMT_B75
G_Peptid|phaga

S_goodfdllowii
S_sp_ HNMIT_317_nqv_97_947
S_serpentiformis
S_paster|_nov_97_947

S_sp_ HNIT_909_nqv_96_739

G_Leptotrichia
F_Leptotfichiaceae|
O_Bacterpidales
C_Bacterpidia
O_Fusobacteriales
C_Fusobgcteriia

P_Fusobgcteria

—5.094-4.074—3.054—-2.034-1.014 0.006 1.026 2.046 3.066 4.086
LDA SCORE (log 10)



