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Abundance

Family
Enterococcaceae
Erysipelotrichaceae
Vibrionaceae
Lactobacillaceae
Staphylococcaceae
Corynebacteriaceae
Enterobacteriaceae
Bifidobacteriaceae
Turicibacteraceae
Halomonadaceae
Akkermansiaceae
Streptococcaceae
Peptostreptococcaceae
Enterobacteriaceae_Erwiniaceae
Arcobacteraceae
Neisseriaceae
Oscillospiraceae
Lachnospiraceae
Prevotellaceae
Pasteurellaceae
Rhodobacteraceae
Eubacteriales_[F−1]
Pseudoalteromonadaceae
Carnobacteriaceae_Enterococcaceae
Pseudomonadaceae
Other

Taxonomy bar plot of top 25 Family


