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Uruburuella
Malaciobacter
Streptococcus
Carnobacterium_Enterococcus_Vagococcus
Pasteurella
Pseudomonas
Paracoccus
Bifidobacterium
Akkermansia
Epilithonimonas
Bacillus

Nitrincola
Catenococcus_Vibrio
Mesonia
Porphyromonas
Austwickia
Acutalibacter
Oceanotoga

Romboutsia

Clostridium

Lactococcus

T

Mesocricetibacter_Pasteurella_Rodentibacter

Roseburia

Rodentibacter

Enterobacter_Klebsiella_Salmonella

Lachnoclostridium

Genus

Staphylococcus
Limosilactobacillus
Subdoligranulum
Faecalibacterium
Megasphaera
Erysipelatoclostridium

Levilactobacillus_Limosilactobacillus_Secundilactobacillus
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Pseudoalteromonas

Clostridioides

Prevotella

|
=

Turicibacter

Ligilactobacillus

Buttiauxella_Enterobacter_Erwinia_Klebsiella_Kluyv ...(10 species)
Corynebacterium

Halomonas

Lacticaseibacillus

Lactiplantibacillus

Faecalibaculum

Dubosiella

Vibrio

Escherichia_Pseudescherichia_Shigella

Lactobacillus

Salinivibrio
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Enterococcus
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