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Enterococcaceae
Flavobacteriaceae
Petrotogaceae
Rhodanobacteraceae
Idiomarinaceae
Oceanospirillaceae
Bacillaceae
Weeksellaceae
Aeromonadaceae
Propionibacteriaceae
Eggerthellaceae
Carnobacteriaceae
Moraxellaceae_Neisseriaceae
Moraxellaceae
Oxalobacteraceae
Erwiniaceae
Erwiniaceae_Flavobacteriaceae
Leuconostocaceae
Aerococcaceae
Planococcaceae
Mollicutes_[F-1]
Porphyromonadaceae
Dermatophilaceae
Clostridiaceae
Eubacteriales_[F-1]
Veillonellaceae
Pseudomonadaceae
Carnobacteriaceae_Enterococcaceae
Rhodobacteraceae
Pseudoalteromonadaceae
Arcobacteraceae

Neisseriaceae

Pasteurellaceae

Lachnospiraceae
Akkermansiaceae
Bifidobacteriaceae
Turicibacteraceae
Streptococcaceae
Halomonadaceae

Oscillospiraceae

Prevotellaceae
Peptostreptococcaceae
Corynebacteriaceae

Enterobacteriaceae_Erwiniaceae

Staphylococcaceae

Enterobacteriaceae

Erysipelotrichaceae

Vibrionaceae

Lactobacillaceae

F20250829.508
F20250829.S51
F20250829.538
F20250829.548
F20250829.540

3 F20250829.546
F20250829.523
F20250829.559
F20250829.513
F20250829.532
F20250829.516
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