Significantly Represented Taxa
B FO 3wk N F3wk

G_Stregtococcus

H Streptocfpccaceae

S_multispecies_$pp316_3
S_multispecies_spp305_12
G_multigenus
G_Clostr{dioides
S_difficile
G_Prevoflella
S_copri
F_Prevotpllaceae
S_salivatfius
G_Nitringola
F_Oceanpspirillacepe
S_lacisaponensis
S_pseudgporcinus
G_Aliarcgbacter
S_multispecies_spp264_2
S_multispecies_spp281_19
S_multispecies_sppl06_8
G_Atopostipes
S_sp__MDT_200
G_Ocearfotoga
F_Petrotggaceae
O_Petrotpgales
C_Thermlotogae
P_Thermptogae
S_teriengis
G_Lactogoccus
S_multispecies_spp35_4
G_Mesorfia
F_Flavobjacteriacege
S_hippodampi
S_faecis
G_Roseblria
G_Epilithonimonas
S_homin|s
G_Aeronfonas
F_Aerompnadacea¢
O_Aeromnonadales
S_multispecies_spp313_25
G_Erysipglatoclostfidium
S_ Clostridium_sadcharogumnia
G_Porphyromonas
F_Porphyromonadgceae
S_pogonpe
S_multispecies_spp65_14
G_Austwjckia

F_Dermatophilaced

)

O_Microdoccales
S_chelonfae
O_Bactefoidales
C_Bacteroidia
G_multigenus
S_multispecies_sppl31_12
G_Sporosarcina
F_Planocpccaceae
S_multispecies_spp321_2
S_enterigus
S_multispecies_spp235_3
G_Pseudpmonas
F_Pseud¢monadacgae
O_Pseudpmonadalgs
G_Pasteyrella
S_testudjnis
G_Paracgccus
F_Rhodopacteracepe
O_Rhoddbacterale
C_Alphaproteobacteria
S_multispecies_spp268_8
F_multifgmily
G_multidenus
S_multispecies_sppl68_6
G_multigenus
F_multifgmily

S_multispecies_spp54_30

G_Malacfobacter
S_multispecies_spp219 2
F_Arcobgcteracead
O_Campylobactergles
C_Epsilonproteobafteria
F_Lachngspiraceaq
G_Urubufuella
F_Neissefiaceae
O_Neissgriales

C_Betapfoteobactgri

a
S_testudjnis
G_Pseudpalteromopas

F_Pseudgalteromofpadaceae
O_Alteromonadale$
F_Oscillogpiraceae
S_multispecies_spp241_10
S_falsenfi
G_Halonfonas
F_Halompnadacea¢
O_Ocearfospirillalep
S_multispecies_spp279_3
O_Eubacteriales

C_Clostrid

a

G_multidenus
F_Enteropacteriacgae

S_multispecies_spp351_7
O_Entergbacteralep
F_Lactobacillacea€
G_Vibrio
S_multispecies_spp237_3
G_Saliniyibrio
S_multispecies_spp239_4
F_Vibriorjaceae

O_Vibriopales

-5.51 —4.41 —3.31 —2.21 -1.11 —0.01 1.09 2.19 3.29 4.39 5.49
LDA SCORE (log 10)



