BN NR 8 F

—5.54 —-4.40 -3.26 —2.12 —-0.98 0.16

Significantly Represented Taxa

BN NR 8 M

S_mudiniphila
O_Verrucomicfobiales
G_Akkefmansia
C_errucomicrobiae

H_Verrucomicrobia

-n
|

Akkermanfkiaceae
G|Blautia
S_mulflispecies_qpp24_3
G_Enterpcloster
S_multispecies|spp8_2

G_Anaefostipes

S|caccae

[G_Eubactgriales__ G4
B_bacteriym_MOT _1p5
[G_Acutaliacter
5_muris
[_Peptocofcaceae
[G_Peptocdccaceae_|G_1_
b_bacteriym_MOT_1§#6
b_lactatifdrmentans
[G_Anaerotfignum
[G_Lachnogpiraceae | G_5_
b_bacteriym_MOT_1[70
B_muris
[G_Acetatifpctor
b_bacteriym_MOT_1p8
G_Lachnogpiraceae | G_1_
B_bacteriym_MOT_1p6
[G_Lachnogpiraceae | G_3_
F_Eubactefiales_ F_1_
C_Betaprofeobacteria
b_excremegntihominis
D_Burkholfderiales
F_Sutterellaceae
[G_Parasutferella
[G_Lachnogpiraceae | G_2_
b_bacteriym_MOT_1p7
b_asacchdrolyticus
[G_Lawson|bacter
b_ Clostridium_scindens
B_bacteriym_MOT_1[76
b_bacteriym_MOT_1[79
[G_Lachnogpiraceae | G_12_
G_Oscillospiraceae_[G_4_
b_bacteriym_MOT_1p1
b_bacteriym_MOT_1B3
G_Lachnogpiraceae | G_14_
[G_Erysipelatoclostridium
b_multispgcies_sppd_8
G_Limosilgctobacillus
[ Oscillospiraceae
b_pacaenge
G_Lachnoglostridiuny
G_Muribadqulum
b_intestingle
B_multispgcies_sppll_4
_Ligilactgbacillus
F_Muribacllaceae
b_bacteriym_MOT_1/7
[G_Lachnogpiraceae | G_11_
F Lactobafillaceae
C_Bacilli
D_Lactobdcillales
[_Lachnogpiraceae
D_Eubactgriales

C_Clostrid|a

LDA SCORE (log 10)

1.30 2.44 358 4.72



