BN NR 8 F 8

P_Verrucomicrobia
O_Yerrucomigrobiales
d Verruconpicrobiae
S_myciniphila
H Akkermapsiaceae
G_Akkermansia
G_Dupcaniella
S_freteri_noy _94_071
S_multispecie$_spp8_2
S_multispecies [spp24_3
S_bacterium_MOJ_104_noy_93_281
C_A|phaprotegbacteria
O_Rhodogpirillales
S_laminariae_no\_86_328
G_Kiloniella
F_Kilonlellaceae
S_bacterium_MOJ_104_noy_94_510
S_bacterium_MOJ_104_no\_94_466
b_caccae

G_Anagrostipes

—-5.66 —4.52 —3.38 -2.24 -1.10 0.04

S_multispecies_spgn21_2 noy 95 276
G_Lachngspiracead G_5_
S_bacterjum_MOT_[L70
S_formatgxigens_npv_93 307
S_bacterjum_MOT_[L72_nov_93_307
G_Lachngspiracead G_7_
G_Marvinbryantia
G_Butyriyibrio
S_crossofus_nov_9% 294
S_muris_hov_95 276
S_muris_hov_97_638
S_ Clostrjdium_scindens_nov| 91 406
S_orotical nov_96_§63
F_Clostrigliales_F 1 _
S_eligend _nov_89_§44
S_bacterjum_MOT_[L74 _nov_93_359
S_uniforme_nov_84 614
G_Clostrigiales_ F 1 G 1_
S_bacterjum_HMT_p93 nov_§9_804
S_bacterjum_MOT_[L50_nov_93_701
S_bacterjum_MOT_[l64_nov_97_638
S_multipgara_nov_8f_451
G_Faecal|catena
S_intestini_nov_92 549
G_Hydrogenoanaerpbacteriufn
G_Murimpnas
S_saccharovorans_hov_94 094
S_bacterjum_MOT_[L146_nov_96_850
S_timongnsis_nov_$7_244
S_bacterjum_MOT_[L85_nov_94 488
G_Lachngspiraceaq G_6_
S_bacterjum_MOT_[L71_nov_93_333
S_ Clostrjdium_popguleti_nov [93_359
S_multispecies_spgnl_2_nov[93_676
S_muris
G_Acutal|bacter
G_multigenus
S_multispecies_spgnl75_2_npv_97_244
S_timongnsis_nov_p4_094
G_Lacrimlispora
F_Peptocpccaceae
S_rumingntium_noy_94_902
G_Oscillipacter
S_intestini_nov_93333
G_Peptodoccaceae| G_1_
S_bacterjum_MOT_[146
S__Clostrjdium_polysaccharolyticum_ndv_93_725
S__Clostrjdium_scirjdens_nov| 92_913
S_bacterjum_MOT_[l49 nov_92_578
S_intestinalis_nov_$5_276
S_multispecies_spgn143_2_npv_95_27¢
S_rumini$_nov_90_p51
G_Acetitgmaculum
G_Roseburia
S_bacterjum_MOT_[L50 nov_96_457
S_bacterfum_MOT_[L66
G_Lachngspiracead G_1_
G_Oscillogpiraceael G_3_
S_muris_phov_92_ 549
S_bacterjum_MOT_[L74 nov_94 118
S_lactatiffermentang
S_intestini_nov_97 1638
G_Muricdmes
F_Clostridiaceae
G_Hungatella
S_xylano|ytica_nov|96_063
S _faecis_hov_96_4%4
S_lactatifermentang_nov_95_P76
G_Merdimonas
G_Lachngspiracead G_2_
S_bacterjum_MOT_[L67
S_termitifis_nov_94_094
G_Sporohacter
S_asacchirolyticus
S_rubiinfantis_nov_[93_307
S_pacaerjse_nov_97_638
S_multispecies_spgn115_4_npv_89 764
G_Lachngspiraceaq G_9_
S_colihominis_nov_[94_466
S_bacterjum_MOT_[L78_nov_97_638
S_multispecies_spgnl106_2_npv_94_88%
S_excrenjentihominis
S_multispecies_spgn99_3_noy_94_094
S_asacchfarolyticus| nov_94_094
S_bacterjum_MOT_[L76
S_ Clostrjdium_scirjdens_nov| 93_701
G_Eubacteriales_ G _4_
S_bacterjum_MOT_[L79
S_multispecies_spgn102_4_npv_94_51(0
G_Anaergtruncus
G_Lachngspiraceaq G_12_
S_bacterjum_MOT_[L149 nov_94 531
G_Acetatjfactor
S_multispecies_spgn77_2_noy_88_583
S_bacterjum_MOT_[L85_nov_94_882
S_intestini_nov_95 294
G_Oscillogspiraceae] G_2_
S_alysoides_nov_97_255
G_Lawsopibacter
G_Butyribacter
S_faecis_hov_95_669
G_Anaergtignum
S_bacterjum_MOT_[L04_nov_91_700
S_pacaerjse
S_multispecies_spgn50_2_noy_87_843
S_finegoldii_nov_9§4_850
G_multigenus
S_pacaerse_nov_96_850
F_Prevot¢llaceae
S_sp__MQT_128_ngv_93_307
G_Prevotglla
S_intestimale_nov_96_443
G_Lachngclostridium
S_bacterfum_MOT_[L77
G_Lachng¢spiraceaqd G_11_
S_ethandlgignens_mov_87_8413
G_Acetivibrio
G_Muribgdculum
F_Oscillospiraceae
S_bacterjum_MOT_[l04_nov_92_095
S_onderdonkii_nov|95 276
S_bacterjum_MOT_[L04 _nov_96_047
G_Alistipgs
F_Rikenel|laceae
G_Muribgculaceae | G_2_
S_bacterjum_MOT_[185_nov_97_638
G_Lachng¢spiraceaq G_14_
F_Lachndspiraceae|
C_Clostriglia

O_Eubacteriales

wlfrl\lcRa_nE,\X Represented Taxa

1.18 232 3.46 4.60 5.74

LDA SCORE (log 10)



