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Top 28 genera bar plot

T TITTITITITITITITITITT T TTTITTTITITITITITITITITITI T
NN DNDNDNDNDNDNDNDDNDDNDDNDDNDN NNNNNNNNNNDNNNNNDNDDNDDN
OO0 000000000 O0O0 [ejeojeojojojojojolojojolololeloNoNo]
NDNNDNDNDNNDNNDNNDNNDNDNDDN NDNNNDNNNNNNNDNDNNNNDNDDN
00 00 00 00 00 00 00 OO0 00 O O 0 o 00 00 00 00 00 00 Q0 00 0O 00 00 Q0 OO0 OO0 OO0 Q0 QO
SAESARMABRABRARAL AARAARMDRARABRARBRAARS
NULOLNLLOLOLOLOLOLONYL VLOULLLLOLOOLOLOLLOLOOOO
P EPERPNNNNNNNDNDNDDN WWWWWWWWwwwhrhr,bbdbMbMDS
N OORFRPNWKAUUIO N OFRPNWRARIUITONOOORLPNWAIITO
Sample

Random3

@
@
S
c
»

Abiotrophia
Actinomyces
Aggregatibacter
Alloprevotella
Arachnia
Campylobacter
Capnocytophaga
Cardiobacterium
Corynebacterium
Fusobacterium
Gemella
Granulicatella
Haemophilus
Kingella
Lautropia
Leptotrichia
Neisseria

Other: < 2%
Ottowia
Peptidiphaga
Porphyromonas
Prevotella

Rothia
Ruminococcaceae_G-1
Saccharibacteria_(TM7)_G-1
Selenomonas
Streptococcus
Tannerella

Veillonella



