B Female DisSRUE Gty Rep @i Hech B XRalthy Baseline

[5_Rothia
F_Microcdccaceae
O_Microgoccales

S_dentocariosa
S_aeria

S_infermedia
S_sp_ HMT_178
S_uli
S_fasfidiosum
S_sp_ HMT_286
S_sp_ HIMT_360
S_sp_ HMT_338

S_sacchprolytica
S_alactolyticus

G [Pseudoramibacter

F_Eubactpriaceae

-5.15 —-4.11 -3.07 —2.03 -0.99 0.05

S_oulorum_nov_89]452
S_vincentii
G_Lachngspiraceaq G_7_
S_bacterijum_HMT_086
S_sp_ HMT_315
S_serpentiformis
G_Centippda
S_periodgntii
S_xylanolytica_nov|88_613
G_Peptostreptococqaceae_ X|_G 2_
G_Lacrimjispora
S_bacterijum_HMT_091
S_sp_ HMT 479
S_sp__ HMT_481
S_rava
S_dentalip
S_infelix_jnov_97_822
G_Peptostreptococqaceae_ X|__G_4_
S_sp_ HMT_218
G_Sneathia
S_sanguipegens_nqv_90_578
S_gingivdlis
G_Ruminpcoccaceae_ G_2_
S_bacterijum_HMT_085
S_sp__HMT_136
S_sp__HMT_919
S_sp__HMT_167
F_Peptocpccaceae
G_Peptodoccus
S_sp_ HMT_097
S_sinensis
S_artemidis
G_Sacchgribacterial TM7__ G_2
S_bacterijum_HMT_B50
S_infelix
S _salivae
S_veroralis
G_Peptostreptococqaceae_ X|__G_6_
S_sp__HMT_134
G_Ruminpcoccaceae_ G_1_
S_bacterium_HMT_075
S_sinus
S_parvulg
S_sp_ HMT_877
O_BifidoHacteriales
F_Bifidobpcteriacege
S_sp__HMT_300
S_timidumn
S_sp__HMT_215
S_oulorumn
S_atypicg
F_Ruminqcoccacea¢
S_sp__HMT_278
G_Lachnganaerobafulum
S_saburr¢um
S_bacterijum_HMT_}55
S_maculdsa
S_maltophilum
S_israeliijnov_96_8B8
G_Veillongllaceae_|G_1_
S_dentalis_nov_97_988
S_sp__HMT_314
S_sp__HMT_078
S_multiformis
G_Oribacferium
S_alocis
G_Filifactpr
S_sp__ HMT_896
S_bacterijum_HMT_B49
G_Solobacterium
S_oralis_gubsp__tigurinus_clagde_070
S sp_ HMT_300_noy_97 955
S_sputiggna
S_moorei
S_longunt
S_bacterijum_HMT_096
G_Granuljcatella
F_Carnoblacteriacege
C_Erysipeglotrichia
G_Lachngspiraceaq G_2_
O_Erysipglotrichalep
S_adiacefs
F_Erysipdlotrichaceae
S_noxia
S_sp__HMT_417
G_Dialister
S_invisus
F_Lachnodspiraceae
S_melanipogenica
S_bacterijum_HMT_B56
F_Sacchafribacterial| TM7__ F| 2
G_Sacchgribacteria| TM7__ ¢_5_
S_israeliijnov_94_882
S_palleng
S_bacterijum_HMT_B46
S _israelii
S_diversym
S_sp__ HMT_498
G_Parvimponas
F_Pepton|philaceae]
S_tannerge
S_micra
F_Veillongllaceae
O_Veillongllales
G_Stomatobaculun
S_rimae
S_gordoniii
G_Mogibacterium
F_Synergjstaceae
C_Synergistia
O_Synergistales
P_Synergjstetes
S_nigresdens
F_Sacchafribacterial| TM7___ F[ 1
G_Sacchgribacteria| TM7__ G_1_
G_Fretibgcterium
S_gingivdlis
G_Olsendlla
G_Alloprgvotella
S_wadei
S_sp__HMT_807
S_sp__HMT_414
O_Sacchgribacterial TM7__ ¢_1
C_Sacchgribacterial TM7__ ¢ 1
P_Sacchdribacterial| TM7_
S sp_ HMT_237
S_anginopus
S_vespertina_nov_97_551
S sp_ HMT_525
S_multisgecies_spp13_2
F_Lachnogspiraceae| XIV_
G_Schaalja
F_Peptostreptococdaceae_ Xl
S_dentalip
G_Selengmonas
G_Veillonglla
F_Veillongllaceae
O_Negatiyicutes
F_Selenofnonadaceae
O_Selengmonadalep
S_oralis_gubsp__tigurinus_clagde_071
C_Negatiyicutes
S_constellatus
S_denticqla
O_Clostrifliales
C_Clostriglia
G_Prevotella
P_Bacterg¢idetes
F_Prevot¢llaceae
O_Bacterpidales

C_Bacterpidia

1.09 2.13 3.17 4.21

LDA SCORE (log 10)

5.25



