Significantly Represented Taxa

I Male_Diseased_Baseline

5_elongata
S pasteri
G_Lanmcefieldella
S_dhosunense
S rimae
S_hongkongensis
S_mitis
5_wiggsiae
@ Scardovia
F_Bifidobg
O _Bifidg|

q

cteriaceae
bacteriales
_salivarius

S_parvula

%)

|umeaense
$_diversum
F_Rumingcoccaceae
G_Cryptpbacterium
F_Eggerthellaceae
O_Eggerthellales
S_curtum
S_sp| HMT_137
ibacteria__TM7__ G_3_

HMT 351

G_Saccha
S_bacteriun|
S_buccae
S_bacteriunp_HMT_085
hminococcag¢eae_ G_2_
S_flueggei

| HMT 137 _rfov_95 842

-1
LDA SCORE (log 10)

B Male_Healthy_Baseline

S_bacteriuj_HMT_145

G_Mycoplasma
C_Mollicutes
F_Mycoplagmataceae
S_faucium
O_Mycoplapmatales
tum

213

S__Eubactgrium__minuy|

S_denitrifidans_nov_92|
S_bacteriujm_HMT_280
G_Brachynponas
G_Anaerolineae_ G_1_
S_bacterium_HMT_439
F_Anaerolipeaceae
O_Anaerolineales

P_Chloroflg

X
C_Anaerolipeae
S_medium
G_Bacteroidetes_ G_3 |
G_Lachnospiraceae__ G|
n_HMT_500

041

S_bacteriu
S_sp_ HMT
F_Desulfobulbaceae
O_Desulfoljacterales
S_sp_ HMT| 361
G_Desulfoljulbus
S__Eubactgrium__nodafum
G_Peptostrpptococcacgae_ XI_G_§_
G_Peptostreptococcacq

detes_ O_1 |

ae_ XI_G 4
O_Bacteroi
F_Bacteroigletes_ F 1_
C_Bacteroifletes_ C_1_|

S__Eubactgrium__brachy

G_Peptostrpptococcacgae_ XI__G_9_
S_micra
G_Peptostreptococcacsq

S__Eubactg

ae_ XI_G_ 3
rium__saphpnum
S_denticold
S_sp_ HMT| 314
S_endodontalis
S _sp__ HMT] 203
G_Filifactof
S_alocis
S sp_ HMT| 414
C_Deltaproteobacteria

b

S_gingivali

S_sp_ HMT| 897

0 1




