Significantly Represented Taxa
Il Male_Diseased_Baseline

Bl Female_Diseased Baseline

P_Protegbacteria

C_Gammaprotepbacteria
G_Haemophilus
S_parainfluenzae
IG_Rothia
F_Microc¢ccaceae
O_Micrgcoccales
S_sp_ HMT_170
S_aeria
S_ganguinis
S_denfocariosa
S_rubra
S_gputigena
S_sgburreum

S_uli

S_ganguinis

-5.14 —4.11 —-3.08 —2.05 -1.02 0.01

S_sp_ HNMIT_146_nqv_97_250
S_multispecies_spg31_2
S_buccag
G_Centipeda
S_periodpntii

S sp_ HMT_301
S_bacterfum_HMT_P86
G_Lachnespiraceag_ G_7_
S_sp_ HMT 315
S_sp_ HMIT 481 ndv_97_822
S_bacterfum_HMT_p91
S_sp_ HMIT 479

S_oulorumn_nov_89]| 452

S_gingivalis
S_sp_ HNMIT_137_nqv_97_228
S _sp_ HMIT 149
S_sp_ HNMIT 218
S_bacterfum_HMT_pP85
G_Ruminpcoccacege_ G_2_
S_bacterlum_HMT_P05
C_Erysipeglotrichi
G_Erysipglotrichacg¢ae_ G 1 |
F_Erysipglotrichacqae
O_Erysipglotrichalgs
S_flueggei
S_sp__ HNIT_286
S_curtun
O_Eggerthellales
F_Eggerthellaceae
G_Cryptdbacterium
G_Mitsudkella
S_sp_ HNMT 521

S _cristatps
S_ochragea
S_sp_ HMIT_097
S_sp__HMT_136
S_sp_ HNMIT 231
S _parvulg
G_Shuttleworthia
S_satelles
S_bacterfum_HMT_pP75
G_Ruminpcoccacege_

S_sp_ HMIT 877

G_1_

S _salivaq
S_veroralis
S_sinus
O_Bifidolpacterialeq
F_Bifidobacteriacege
S_infelix
S_sp_ HNIT_300
S_oulorun
S sp__ HMIT_808
F_Rumin

S_sp_ HNIT 134

COCCacCeag

S_atypic
S_maculgsa

S _sp_ HMIT 417
S_longum
S_melaninogenica
S_sp_ HNIT_078
S_sp__HMIT_300_nqv_97_955
S__Eubagterium__ipfirmum
G_Peptodtreptococfaceae_ Xl_ G_1_
S_bacterfum_HMT_[155
S_stomatis
G_Peptodtreptococfus
S_multispecies_spp42_2
S_moore
G_Solobgcterium
S_palleng
G_Stomatobaculun
G_Oribagterium
F_Erysipglotrichacdae
O_Erysipglotrichalgs
C_Erysipeglotrichia
G_Veillorjellaceae_|G_1_
S_sputigéna
S_diversyim
G_Dialistpr
S_invisug
S sp_ HMIT_498
G_Mogibgcterium
S_vespertina_nov_97_551
S_nigresg¢ens
S_tannerpe
S_rimae
F_Lachngspiraceae XIV_
S_wadei
G_Allopre¢votella
G_Lancefieldella
S_nucleatum_subsp__animalis
G_Olsenglla
S_sp__ HMIT_807
S_oris
F_Veillongllaceae
O_Veillorjellales
S_micra
S_angingsus
S_dentalls
S_sp_ HNIT_525
F_Atopoljiaceae
G_Selengmonas
O_Corioblacteriales
F_Selenomonadacgae
O_Selengmonadalgs
C_Coriobpcteriia
S_consteflatus
S_denticola
C_Negativicutes
P_Bacterpidetes
G_Prevotglla
F_Prevot¢llaceae
O_Bacteroidales

C_Bacterpidia

1.04 2.07 3.10 4.13 5.16

LDA SCORE (log 10)



