Significantly Represented Taxa

B Male_Healthy 21 _days I Male_Healthy_Baseline

P_ActinoRacteria
G| Rothia
f_Microcodcaceae
O_Microcpccales
S_naeslundii
S_sp_ HMT 423
G_Haemophilus
S_parainfluenzae
S_sdnguinis
S_chosunense
S_afliacens
G_Granulicatella

F_Cprnobactefiaceae

b_oralis
b_periodomtii
[5_Centipefla

5 sp_ HMT 479
b_catoniag_nov_97_ 951
b_sp_ HMT_168
b_sp_ HMT_937
b_xylanolftica_nov_$8_613
[5_Lacrimigpora
F_Coriobagteriaceae
b_exigua
5_Slackia

b_bacteriym_HMT_150

b_sp_ HMT_056
b_bacteriuym_HMT_3#i5
5_sp_ HMT_284_nov] 97 541
b_sp_ HMT_231
5_sp_ HMT_ 914
b_saccharglytica
[5_Abscondlitabacterfa_ SR1__ |G 1_
F_Absconditabacterin_ SR1__F 1_
D_Abscondlitabacterfa_ SR1_ |O_1_
[ _Absconditabacterip_ SR1__|C 1_
P_Absconditabacterip_ SR1_
b_bacteriym_HMT_957
b_concisug
[5_Lachnogpiraceae | G_3_

b_bacteriym_HMT_1p0

b_socranski
[5_Peptostfeptococcgceae Xl | G 1_
b_ Eubactprium__infirmum
b_infelix
b_constellatus
b_sp_ HMT_894
[5_Ottowia
f_Comamd@nadaceasq
F_Lachnospiraceae
b_sp_ HMT_807
b_morbi
[5_Catonella
[5_Olsenella
b_showae
[5_Tannerella
b_morbillofum
[5_Treponegma
F_Treponemataceae
D_Spirochgetales

[ _Spirochaetia
P_Spirochgetes
[5_Bactero|dales__ G |2
F Bacteroidales_ F_2_
b_bacteriym_HMT_2y4
b_bacteriym_HMT_3#6
[5_Gemellg
F_Gemellaceae
D Bacillalgs
[5_Parvimdnas
F_Peptonighilaceae
[5_Campylpbacter
F_Campylgbacteracgqae
D_Campylpbacteralgs
[ _Epsilongroteobacteria
F_Peptostreptococcaceae_ XI_|
[5_Sacchaifibacteria_| TM7__ G]1
[_Sacchar|bacteria_|TM7__ F_[L_
b_tannerag
[5_Allopreyotella
D_Sacchatfibacteria_{ TM7__ O]1
C_Saccharjbacteria_{TM7__ C 1

P_Sacchar|bacteria_|TM7_
[5_Selenomonas
[_Selenonjonadacede
D_Selenomonadales|
b_nucleatym
[5_Schaalig
[ Negativ|cutes

D Clostrid|ales
[5_Fusobadterium
F_Fusobacferiaceae
D_Fusobadteriales
[ _Fusobadteria
D_Bactero|dales

[ Bactero|dia

P_Bacteroidetes

—5.085-4.035-2.985-1.935-0.885 0.165 1.215 2.265 3.315 4.365
LDA SCORE (log 10)



