seq3:g__Staphylococcus;s_ xylosus

seq22:g__ Staphylococcus;s_ xylosus

seql9:g_ Staphylococcus;s__ xylosus
seq21l:g_ Staphylococcus;s_ xylosus

seqd7:9_ Staphylococcus;s__equorum

seq30:g9__ Rothia;s__nasimurium
seql7:g_ Streptococcus;s__acidominimus

seql:g_ Streptococcus;s_sp30045
seq4:g__Globicatella;s_ sp28122
seqll:g_ Rothia;s__nasimurium

seql0:g__ Streptococcus;s_sp30045
seq9:g__ Streptococcus;s_sp30045
seq6:g9__ Streptococcus;s__sp30045
seq8:g__ Streptococcus;s_sp30045

seq5:9__Lactobacillus;s__intestinalis

seq7:9__Pasteurella;s_ sp62253

seq2:g__Streptococcus;s__sp30045
seql2:g_ Rothia;s__nasimurium
seql3:g__ Streptococcus;s__sp30045
seq20:g__ Streptococcus;s__sp30045
seq23:g__Streptococcus;s__mutans

seq35:9__Enterococcus;s__saccharolyticus
seq45:g_ Veillonella;s__parvula
seq39:g_ Lactobacillus;s__animalis-murinus

seq29:g__ Lactobacillus;s__animalis
seq37:9__Lactobacillus;s__animalis-murinus
seq38:g__Lactobacillus;s__animalis
seq31l:g_ Lactobacillus;s__animalis
seq34:9__Lactobacillus;s__animalis
seqé44:g9__ Bifidobacterium;s__pseudolongum

seq40:9_ Romboutsia;s__ilealis
seqé4l:g_ Turicibacter;s__sanguinis

seq43:9_ Romboutsia;s__ilealis

seq46:g__ Turicibacter;s__sanguinis
seq26:g__Globicatella;s__sp28122
seq33:g__Corynebacterium;s__mastitidis
seq48:9__Haemophilus;s__parainfluenzae
seq49:g_ Streptococcus;s__mitis-sanguinis
seq50:9__Haemophilus;s__parainfluenzae
seq24:g__Haemophilus;s__parainfluenzae
seq25:g__Haemophilus;s__parainfluenzae
seq27:9__Haemophilus;s__parainfluenzae
seq32:g__Haemophilus;s__ parainfluenzae
seql4:g_ Streptococcus;s__agalactiae
seql5:g_ Staphylococcus;s__ sciuri
seqd42:g_ Jeotgalicoccus;s__nanhaiensis

seq28:g__ Staphylococcus;s__cohnii

— seq3659_Staphylococcusis_cohnii
— — 180 Aorcdceume s coqui-viridans
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