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g__Staphylococcus;s__epidermidis
o__Bacteroidales;s_ sp12730

g__ Blautia;s__ sp31999
g__Staphylococcus;s__ xylosus
g__Neisseria;s__elongata
g__Lactobacillus;s__johnsonii-sp29235
g__Corynebacterium;s__mastitidis
g__Escherichia;s__coli
g__Staphylococcus;s__equorum

g_ Klebsiella;s__oxytoca
g__Streptococcus;s__acidominimus
g__Streptococcus;s__oralis
f_Ruminococcaceae;s_ sp35472

g__ Akkermansia;s__muciniphila

o_ Bacteroidales;s__spl12524
g__Lactobacillus;s__intestinalis
g__Lactobacillus;s__animalis
g__Lactobacillus;s__animalis-murinus
g__Romboutsia;s__ilealis
g__Turicibacter;s__sanguinis
g__Bifidobacterium;s__pseudolongum
g_ Clostridium;s__celatum
g__Proteus;s__mirabilis

g__ Staphylococcus;s__lentus
g__Brachybacterium;s__conglomeratum-paraconglomeratum
g__Streptococcus;s__mutans

g_ Veillonella;s__parvula
g__Enterococcus;s__gallinarum-saccharolyticus
g__ Staphylococcus;s__argenteus-aureus
g__ Staphylococcus;s__aureus
g__Aerococcus;s__viridans
g__Enterococcus;s__saccharolyticus
g__Sporosarcina;s__pasteurii

g__ Facklamia;s__tabacinasalis
g__Enterococcus;s_ faecalis
g__Streptococcus;s__parasanguinis
g_ Granulicatella;s__adiacens
g__Corynebacterium;s__stationis

g__ Streptococcus;s__mitis-sanguinis
g__ Streptococcus;s__sp30045
g__Haemophilus;s__parainfluenzae
g_ Globicatella;s__sp28122
g__Rothia;s__nasimurium
g__Salmonella;s__enterica
g__Jeotgalicoccus;s__nanhaiensis
g__ Staphylococcus;s__sciuri

g__ Staphylococcus;s__cohnii
g__Aerococcus;s__urinaeequi-viridans
g_ Pasteurella;s__sp62253

g_ Streptococcus;s__agalactiae
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