K Bacteria.P_Firmicutes.C _Bacilli.O_Lactobacillales.F_Carnobacteriaceae.G_Granulicatella.S_elegans
0.08 class: Batchl]—{class: Batchl_Reped class: Batc|class: Internal_Standarc

0.07

0.06

0.05

0.04

0.03

Relative abundance

0.02 A - | Ep gy p—

0.01 A

0.00 -



