Relative abundance

K Bacteria.P_Saccharibacteria_ TM7 .C _Saccharibacteria_ TM7 _C 1 _

0.08 [class: Batchl class: Batchl_Repeg class: Batc|class: Internal_Standarc
0.07 . |
0.06 I| ]
| il
i il
ol 1 1 n, 4 il
ol L 1 11l il
o LA 1L | NPT
[P T TITOFOCNFTe CT T LRL

0.00 -



