Relative abundance

K_Bacteria.P_Firmicutes.C_Clostridia.O_Eubacteriales.F_Ruminococcaceae

class: Batch1|

[class: Batchl_Reped class: Batc

class: Internal_Standarc

0.020

©
o
=
(52}

0.010

0.005 -

0.000 -




