
    
0.000

0.001

0.002

0.003

0.004

Re
la

tiv
e 

ab
un

da
nc

e
class: Batch1 class: Batch1_Repeatclass: Batch2class: Internal_Standard

K_Bacteria.P_Firmicutes.C_Clostridia.O_Eubacteriales.F_Peptostreptococcaceae.G_Peptostreptococcus


