Relative abundance

K_Bacteria.P_Firmicutes.C_Negativicutes.O_Veillonellales

class: Batchl]  [class: Batchl_Reped class: Batc|class: Internal_Standarc
0.20
0.15 I
e bl ‘
0.05 - N IIIII_IIIIIIIIII‘I_ ! __!HH‘




