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SP138 Aggregatibacter sp._HMT_458 SP82 Colibacter massiliensis

SP274 Streptococcus gordonii

SP139 Treponema socranskii SP276 Weeksellaceae_[G-1] sp._HMT_931 SP85 Pseudoleptotrichia sp._HMT_221

SP14 Leptotrichia hofstadii SP277 Fusobacterium sp._HMT_204 SP86 Schaalia sp._HMT_180

SP140 Streptococcus parasanguinis_clade_411 SP279 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_349 SP87 Prevotella oris

SP142 Catonella morbi SP28 Selenomonas infelix SP89 Granulicatella adiacens

SP143 Fusobacterium hwasookii SP280 Streptococcus oralis_subsp._tigurinus_clade_071 SP9 Campylobacter gracilis

SP144 Selenomonas sp._HMT_149 SP287 Mogibacterium diversum SP90 Saccharibacteria_(TM7)_[G-3] bacterium_HMT_351

SP145 Capnocytophaga sp._HMT_336 SP29 Selenomonas sputigena SP91 Streptococcus salivarius

SP146 Saccharibacteria_(TM7)_[G-5] bacterium_HMT_356 SP290 Actinomyces sp._HMT_170 SP92 Arachnia propionica

SP148 Streptococcus oralis SP291 Solobacterium moorei SP93 Selenomonas dianae

SP149 Leptotrichia wadei SP292 Streptococcus sp._HMT_056 SP94 Streptococcus sanguinis

SP15 Schaalia lingnae SP293 Capnocytophaga endodontalis SP95 Streptococcus oralis_subsp._dentisani_clade_058

SP151 Lachnoanaerobaculum orale SP294 Porphyromonas sp._HMT_284 SP96 Fusobacterium sp._HMT_248

SP152 Actinomyces naeslundii SP295 Treponema sp._HMT_231 SP98 Fusobacterium nucleatum

SP153 Streptococcus chosunense SP296 Aggregatibacter sp._HMT_513 SP99 Streptococcus intermedius

SP154 Aggregatibacter sp._HMT_898 SP299 Capnocytophaga sp._HMT_863 SPN108 Fusobacterium hwasookii_nov_97.783%

SP156 Fusobacterium nucleatum_subsp._vincentii SP30 Rothia dentocariosa SPN110 Pseudoleptotrichia goodfellowii_nov_91.416%

SP157 Bacteroidales_[G-2] bacterium_HMT_274 SP300 Neisseria sp._HMT_499 SPN119 Leptotrichia sp._HMT_392_nov_97.624%

SP159 Schaalia odontolytica SP301 Megasphaera micronuciformis SPN12 Streptococcus gordonii_nov_97.018%

SP16 Eikenella corrodens SP302 Kingella sp._HMT_012 SPN121 Porphyromonas catoniae_nov_97.951%

Species

SP160 Prevotella maculosa SP303 Lautropia mirabilis SPN129 Neisseria sp._HMT_018_nov_97.942%

SP163 Aggregatibacter segnis SP304 Ruminococcaceae_[G-2] bacterium_HMT_085 SPN139 Cardiobacterium hominis_nov_89.050%

SP164 Actinomyces dentalis SP306 Neisseria perflava SPN151 Saccharibacteria_(TM7)_[G-6] bacterium_HMT_870_nov_96.994%

SP167 Veillonella parvula SP307 Neisseria mucosa SPN171 Aggregatibacter sp._HMT_458_nov_97.947%

SP169 Prevotella nigrescens SP308 Veillonellaceae_[G-1] bacterium_HMT_155 SPN182 Porphyromonas catoniae_nov_97.951%

SP17 Porphyromonas catoniae SP31 Veillonella atypica SPN193 Lacrimispora xylanolytica_nov_89.278%

SP170 Prevotella sp._HMT_314 SP310 Actinomyces johnsonii SPN206 Centipeda periodontii_nov_97.441%

SP171 Ottowia sp._HMT_894 SP312 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_348 SPN215 Capnocytophaga gingivalis_nov_97.689%

SP172 Streptococcus sp._HMT_064 SP314 Gracilibacteria_(GN02)_[G-1] bacterium_HMT_872 SPN216 Streptococcus sanguinis_nov_97.782%

SP173 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_346 SP32 Lachnoanaerobaculum saburreum SPN217 Kingella oralis_nov_97.131%

SP176 Streptococcus anginosus SP326 Olsenella sp._HMT_807 SPN227 Capnocytophaga sp._HMT_863_nov_97.890%

SP177 Fusobacterium nucleatum_subsp._animalis SP329 Lachnospiraceae_[G-2] bacterium_HMT_088 SPN23 Porphyromonas catoniae_nov_97.746%

SP178 Haemophilus sp._HMT_036 SP338 Haemophilus paraphrohaemolyticus SPN236 Peptidiphaga gingivicola_nov_96.920%

SP18 Parvimonas micra SP341 Capnocytophaga sp._HMT_380 SPN247 Selenomonas flueggei_nov_97.822%

SP180 Neisseria cinerea SP342 Streptococcus pseudopneumoniae SPN299 Streptobacillus notomytis_nov_93.856%

SP182 Corynebacterium durum SP343 Peptidiphaga gingivicola SPN308 Moraxella oblonga_nov_93.776%

SP184 Prevotella saccharolytica SP345 Porphyromonas sp._HMT_275 SPN320 Lacrimispora xylanolytica_nov_88.613%

SP185 Prevotella micans SP35 Selenomonas artemidis SPN33 Veillonella sp._HMT_780_nov_97.628%

SP186 Lachnospiraceae_[G-3] bacterium_HMT_100 SP354 Porphyromonas sp._HMT_277 SPN332 Kingella oralis_nov_97.741%
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