G_Prevotella
C_Negativicutes
O_Veillonellales
F_Veillonellaceae
G_Veillonella

S_atypica
S_bacterium_HMT_352
haribacteria_ TM7__ O_1_
“haribacteria_ TM7__ F 1_
haribacteria_ TM7__ C_1_
P_Saccharibacteria_ TM7_
haribacteria_ TM7__ G_1_
O_Eubacteriales
C_Clostridia

G_Schaalia

S _pasteri
S_melaninogenica
F_Lachnospiraceae
G_Porphyromonas
S_mucilaginosa
F_Porphyromonadaceae
S_jejuni

S_periodonticum
_parasanguinis_clade_411
F_Campylobacteraceae
G_Campylobacter
C_Epsilonproteobacteria
G_Oribacterium
S_salivarius
O_Campylobacterales
S_sp__ HMT_180

S_pallens

S_salivae
S_multispecies_spp27_2
S_sinus

S_periodonticum

S_dispar

S_perflava

S_concisus
F_Peptostreptococcaceae
S_rogosae
S_infantis_clade_431
S_parvula
G_Lancefieldella
F_Atopobiaceae

S sp_ HMT_172
G_Mogibacterium
C_Coriobacteriia
O_Coriobacteriales
S_histicola

S_odontolytica
S_multispecies_spp21_2
F_Ruminococcaceae
S_micronuciformis
S_lingnae

S_moorei

G_Megasphaera
S_diversum
O_Erysipelotrichales
C_Erysipelotrichia
F_Erysipelotrichaceae
S_koreensis
tostreptococcaceae_ G_1_
S_sp__ HMT_136
,_Ruminococcaceae_ G_1_
G_Solobacterium
S_bacterium_HMT_075
S_graevenitzii

S_sp_ HMT_898
G_Stomatobaculum
S_subflava

S_stomatis
G_Peptostreptococcus
S__Eubacterium__sulci
S_longum

S_sanguinis

S_sp__ HMT_215

S_sp__ HMT_074
S_showae

S orale

S_oris

S_nigrescens
S_multispecies_spp29 2
S_bacterium_HMT_351
haribacteria_ TM7__ G_3_
S_sp_ HMT_149
S_intermedia
S_nanceiensis
ies_sppnl5_2 nov_97 536
S_sp__ HMT_097

S_noxia

S_sp__ HMT_066
S_endodontalis
ibsp__tigurinus_clade_071
S_vespertina

sp__ HMT_473_nov_97_546
G_Veillonellaceae__G_1_
S_bacterium_HMT_155
S_bacterium_HMT_085
S_multispecies_spp18_2
,_Ruminococcaceae_ G_2_
S_micra
F_Peptoniphilaceae
C_Tissierellia
G_Parvimonas

S_ochracea
O_Tissierellales
S_veroralis
S_multispecies_sppl_2
G_Johnsonella

S_ignava

S_constellatus
tostreptococcaceae_ G_9_
S__Eubacterium__brachy
C_Bacilli

O_Lactobacillales
F_Streptococcaceae
G_Streptococcus
F_Leptotrichiaceae
G_Leptotrichia
S_sanguinis
S_chosunense

S _elegans

S_sp_ HMT_473
S_cristatus_clade_578
S_cinerea

S_massiliensis
S_intermedius
S_pseudopneumoniae
S_sputorum
G_Akkermansia
C_Verrucomicrobiae
F_Akkermansiaceae
S_tannerae
O_Verrucomicrobiales
S_muciniphila
P_Verrucomicrobia
haribacteria_ TM7__ G_5_
“haribacteria_ TM7__ F_2_
S_aphrophilus
S_bacterium_HMT_356
F_Staphylococcaceae
S_multispecies_spp28_2
G_Staphylococcus
S_bacterium_HMT_349
ubsps__yurii__margaretiae
tostreptococcaceae_ G_7_
S sp_ HMT_078
F_Corynebacteriaceae
O_Corynebacteriales
G_Corynebacterium
F_Flavobacteriaceae
G_Capnocytophaga
S_aeria

S_matruchotii
G_Granulicatella
F_Carnobacteriaceae
S_durum

S_leadbetteri

S_sp__ HMT_930

S_oris

S_propionica
S_haemolysans
G_Gemella
F_Gemellaceae
O_Bacillales

S sp_ HMT_332
S_australis

S_sp_ HMT_863

S_sp__ HMT_012

S_sp__ HMT_286
S_multispecies_spp10_3

S sp_ HMT_018

S sp_ HMT_138
S_dentocariosa

S_sp__ HMT_780
S_bacterium_HMT_957
S_sp_ HMT_219
S_bacterium_HMT_875

S_pleuritidis
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