0

5 10 15 20 25
Value

ST o (71 17T

N[

[

I

o
O
n
[%¢]
N
—
[Te]
N
LL

F25123.S59

F25123.S58

F25123.S57

F25123.S56

F25123.S50
F25123.549
F25123.S55

Samples

F25123.S54

F25123.S53

F25123.S52

F25123.S51

Group

@D Gp2_DP401
@D Gpl DP401

Fusobacterium hwasookii

Prevotella nanceiensis_nov_90.361%
Aggregatibacter aphrophilus_nov_95.697%
Lachnospiraceae_[G-2] bacterium_HMT_088
Porphyromonas pasteri

Johnsonella ignava

Prevotella sp._HMT_317_nov_97.746%
Bacteroidales_[G-2] bacterium_HMT_274_nov_97.930%
Porphyromonas multispecies_sppn2_2_nov_96.115%
Pseudoleptotrichia goodfellowii_nov_92.241%
Streptococcus gordonii_nov_94.036%

Aggregatibacter actinomycetemcomitans_nov_97.541%

Lachnospiraceae_[G-3] bacterium_HMT_100_nov_96.868%

Lachnospiraceae_[G-2] bacterium_HMT_088_nov_94.958%

Streptococcus sinensis_nov_91.683%
Capnocytophaga sputigena_nov_96.822%
Capnocytophaga gingivalis_nov_97.689%
Aggregatibacter sp._HMT_898_nov_97.331%
Capnocytophaga gingivalis

Catonella morbi

Eikenella sp._HMT_011_nov_96.728%
multigenus multispecies_sppn9_2_nov_96.800%
Abiotrophia defectiva_nov_95.609%
Alloprevotella sp._HMT_913

Actinomyces viscosus_nov_97.546%
Aggregatibacter actinomycetemcomitans
Aggregatibacter aphrophilus_nov_96.524%
Fusobacterium periodonticum

Catonella morbi_nov_97.908%

Leptotrichia sp._HMT_909_nov_96.739%
Lachnoanaerobaculum sp._HMT_083
Streptococcus sinensis

Tannerella serpentiformis

Porphyromonas endodontalis_nov_96.327%
Porphyromonas sp._HMT_275_nov_97.125%
Aggregatibacter sp._HMT_513_nov_97.331%
Porphyromonas sp._HMT_277

Leptotrichia sp._HMT_212_nov_93.043%
Capnocytophaga sp._HMT_412_nov_95.597%
Porphyromonas pasteri_nov_96.939%
Fusobacterium nucleatum_subsp._vincentii
Fusobacterium hwasookii_sp._ HMT_204

Prevotella falsenii

Species

Streptococcus oralis_subsp._tigurinus_clade_071_nov_96.162%

Arachnia propionica

Fusobacterium simiae

Moraxella oblonga_nov_94.387%
Alloprevotella sp._HMT_473_nov_96.311%
Fusobacterium nucleatum

Alloprevotella sp._HMT_473_nov_95.918%



