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class: Gp1_DP101_201_301_401 class: Gp2_DP101_201_301_401
K_Bacteria.P_Absconditabacteria__SR1_.C_Absconditabacteria__SR1___C_1_.O_Absconditabacteria__SR1___O_1_.F_Absconditabacteria__SR1___F_1_.G_Absconditabacteria__SR1___G_1_.S_bacterium_HMT_874


