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Species
Streptococcus lutetiensis
Streptococcus equinus
Ligilactobacillus animalis
Prevotella copri
Limosilactobacillus reuteri
Lactobacillus johnsonii
Lactobacillus amylovorus
Lachnospiraceae_[G−14] bacterium_MOT−185_nov_92.340%
Treponema sp._HMT_490_nov_87.247%
Treponema sp._HMT_264_nov_83.534%
Sarcina ventriculi
Ruminococcus champanellensis_nov_93.952%
Coprococcus eutactus_nov_91.649%
Prevotella copri_nov_97.959%
Prevotella brevis_nov_89.184%
Oscillospiraceae_[G−2] bacterium_MOT−149_nov_91.875%
Butyricicoccus pullicaecorum_nov_87.810%
Mageeibacillus indolicus_nov_87.238%
Eubacterium ruminantium_nov_91.260%
Methanobrevibacter smithii
Bacteroidetes_[G−3] bacterium_HMT_899_nov_87.730%
Ligilactobacillus salivarius
Mogibacterium neglectum_nov_89.855%
Prevotella copri_nov_97.551%
Faecalibacterium prausnitzii
Other

Taxonomy bar plot of top 25 Species


