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multigenus multispecies_sppn9_2_nov_96.800%

Capnocytophaga multispecies_sppn22_2_nov_96.855%

Porphyromonas multispecies_sppn2_2_nov_96.115%

Fusobacterium hwasookii_sp._HMT_204

Peptococcus sp._HMT_167_nov_94.336%
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Aggregatibacter sp._HMT_898_nov_94.490%
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Leptotrichia sp._HMT_909_nov_96.739%

Bacteroidales_[G−2] bacterium_HMT_274_nov_97.930%
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