.P_Fusobacteria.C_Fusobacteriia.O_Fusobacteriales.F_Fusobacteriaceae.G_Fusobacterium.S_nucleatum
0.008 {—{class: Gp1l_DP101_201_301_401 class: Gp2_DP101_201_301 401}

0.007

0.005
0.004
0.003
0.002
0.001
0.000 .

o
o
o
(e}

Relative abundance




