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Abundance

Species
Streptococcus danieliae
Ligilactobacillus murinus
Enterococcus faecalis
Enterobacter hormaechei
Streptococcus sp._MOT−012
Escherichia_Shigella fergusonii_flexneri
Escherichia coli
Shigella sonnei
Enterococcus gallinarum
Bifidobacterium animalis
Shigella dysenteriae
Streptococcus thoraltensis
Bifidobacterium pseudolongum
Faecalibaculum rodentium_nov_97.125%
Erysipelotrichaceae_[G−1] bacterium_MOT−189
Streptococcus acidominimus
Dubosiella newyorkensis
Parafannyhessea umbonata_nov_92.161%
Mammaliicoccus lentus
Olsenella multispecies_sppn1_2_nov_91.966%
Lactobacillus johnsonii
Corynebacterium mastitidis
Staphylococcus saprophyticus_xylosus
Clostridium disporicum
Faecalibaculum rodentium
Other

Taxonomy bar plot of top 25 Species


