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Abundance

Family
Streptococcaceae
Enterobacteriaceae
Bifidobacteriaceae
Enterococcaceae
Lactobacillaceae
Erysipelotrichaceae
Atopobiaceae
Corynebacteriaceae
Bacteroidaceae
Sutterellaceae
Eggerthellaceae
Akkermansiaceae
Clostridiaceae
Propionibacteriaceae
Staphylococcaceae

Taxonomy bar plot of all Family


