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S_intermedia
G_Porphyromonas
F_Porphyromonadaceae
S_gingivalis

S_veroralis
C_Coriobacteriia
F_Atopobiaceae
O_Coriobacteriales
G_Lancefieldella
ucleatum_subsp__vincentii
haribacteria_ TM7__ O_1_
haribacteria_ TM7__ C_1_
P_Saccharibacteria_ TM7_
O_Spirochaetales
P_Spirochaetes
G_Treponema
F_Treponemataceae
C_Spirochaetia
“haribacteria_ TM7__ F_1_
S_histicola

S_nucleatum

S_rimae
ibsp__tigurinus_clade_071
Ibsp__dentisani_clade_398
S_denticola

S_oralis
haribacteria_ TM7__ G_1_
C_Erysipelotrichia
O_Erysipelotrichales
F_Erysipelotrichaceae
O_Bifidobacteriales
G_Solobacterium
F_Bifidobacteriaceae
S_moorei

S_sp__ HMT_473
S_endodontalis

S_sp_ HMT_237

S_alocis

G_Filifactor
S_bacterium_HMT_356
G_Olsenella
“haribacteria_ TM7__ F_2_
haribacteria_ TM7__ G_5_
S_koreensis

S_invisus

G_Dialister
G_Bifidobacterium
S_bacterium_HMT_346
S_sp_ HMT_057
S_seregens

G_Tannerella

G_Hallella

S_forsythia
F_Tannerellaceae
S_bacterium_HMT_349
F_Synergistaceae
S_sp__HMT_807
P_Synergistetes
G_Fretibacterium
C_Synergistia
O_Synergistales
F_Bacteroidaceae
G_Bacteroides
S_zoogleoformans
S_denticola

S_pleuritidis
S_dentium_nov_97_240
ucleatum_subsp__animalis
_Xylanolytica_nov_88_613
C_Bacteroidetes_ C_1_
F_Bacteroidetes_ F 1_
S_israelii_nov_97_410
O_Bacteroidetes_ O_1_
G_Lacrimispora

S _sp_ HMT_204

S_sp_ HMT_270
F_Clostridiales_ F_1_
haribacteria_ TM7__ G_6_
S_bacterium_HMT_093
S_bacterium_HMT_870
S_sp_ HMT_362

S_sp__ HMT_167
S_lecithinolyticum
S_timidum

S_sp_ HMT_172
F_Propionibacteriaceae
G_Desulfobulbus
S_multispecies_spp2_2
O_Propionibacteriales
S_omnicolens
G_Alloscardovia
G_Arachnia

S_propionica
F_Desulfobulbaceae
S_timonensis

S _extructa
S_sp__HMT_300
G_Bulleidia

S_buccalis
C_Deltaproteobacteria
F_Eggerthellaceae
O_Desulfobacterales
cies_sppn8_2_nov_97_755
O_Eggerthellales

S sp_ HMT_376

S sp_ HMT 041
S_dianae_nov_97_830
S_sp__ HMT_360

S_oricola
G_Bacteroidetes_ G_4_
S_bacterium_HMT_509
S_multispecies_spp13_2

S_oralis

S_intermedius
S_melaninogenica
G_Granulicatella
S_adiacens
F_Carnobacteriaceae
S_sp_ HMT_074
S_dispar
S_multispecies_spp6_3
>__Eubacterium__infirmum
P_Actinobacteria
C_Actinomycetia
F_Micrococcaceae
O_Micrococcales
G_Rothia
S_mucilaginosa
S_parainfluenzae
O_Pasteurellales
F_Pasteurellaceae
C_Gammaproteobacteria
G_Haemophilus
S_sanguinis
S_australis

S_sp_ HMT_215
S_sp__ HMT_066
S_cristatus
F_Flavobacteriaceae
G_Capnocytophaga
S_dentocariosa
S_sanguinis

S sp_ HMT_097
G_Stomatobaculum
S_vespertina

S orale

S_umeaense

S sp_ HMT_061
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