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G_Porphyromonas

F_Pgqrphyromonadaceae

S_intermedia

S_gingivalis

S_veroralis
S_nucleatym_subsp__vincentii
G_Alloprevotella
S_micra
F_Atopobiaceae
O_Spirochaetales
P_Sac¢haribacteria_ TM7_
C_Saccharibgcteria_ TM7__ C_1_
O_Saccharibacteria_ TM7___ O_1_
C_Spirochaetia
C_Coriobacteriia
G_Treponema
F_Treponemataceae
P_Spirochaetes
S_constellatus
S_tannerae
G_Actinomyces
S_morbillorum
O_Coriobacteriales
S_nucleatum
F_Saccharibacteria_ TM7__ F_1_
S_denticola
S_oralis
S_oralis_subsp__d@lentisani_clade_398
S_rimae
S_oralis_subsp__figurinus_clade_071
G_Saccharibacteria_ TM7__ G_1_

S _sp_ HMT 237
S_endodontalis
S_sp__HMT_473

S [cristatus_clade_578
S_oris
G_Aggregatibacter
S__Edibacterium__brachy
S_alocis
G_Filifactor
G_Peptostregtococcaceae_ G_9_
G_Olsenella
O_Bifidobacteriales
A _Bifidobacteriaceae
F_Saccharibacteria_ TM7__ F_2_
G_Saccharibacteria_ TM7__ G_5_
S_lacterium_HMT_356
S__Eubagterium__saphenum
G_Peptostregtococcaceae_ G_5_
G_Tannerella
G_Dialister
S_invisus
S_koreensis
F_Tannerellaceae
S_lacterium_HMT_346
S_forsythia
G_Hallella
C_Synergistia
S_seregens
O_Synergistales
G_Fretibacterium
S_sp_ HMT_807
F_Synergistaceae
P_Synergistetes
G_Bifidobacterium
S_denticola
S_dentalis
S_lacterium_HMT_349

S sp_ HMT 317
F_Bacteroidaceae
S_nucleatym_subsp__animalis
S_zoogleoformans
G_Bacteroides

S_cristatus
S_sp_ HMT 204
S_pleuritidis
F_Bacteroidetes_ F_1_
C_Bacteroidetes_ C_1_
O_Bacteroidetes_ O_1_
S_cardiffensis
S_dpntium_nov_97_240

S sp_ HMT_362
S_lacterium_HMT_093
G_Closfridiales_ F 1 G 1_
A Clostridiales_ F_1_
S_sp_ HMT_167
S_timidum
G_Peptostregtococcaceae_ G_6_
S__Eubfpcterium__nodatum

S |israelii_nov_97_410
S_lecithinolyticum

S_baroniae

G_Selenomonas
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| Propionibacteriales
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_[forynebacteriaceae
F_Propionibacteriaceae
G_Arachnia
@_Corynebacteriales
D_Selenomonadales
S_sp__HMT_270
G_Bacteroidetes_ G_4_
IG_Corynebacterium
S_multispecies_sppn8_2_nov_97_755
S_propionica
S_johnsonii
S_lacterium_HMT 369
S_sp_ HMT_376
S_matruchotii

Selenomonadaceae
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S_socranskii
S_sp__ HMT_300
S_sp_ HMT_ 172
G_Peptostreptococcaceae_ G 4
S_trevisanii
S_longum
S_kacterium_HMT_509
S_timonensis
S_maculosa
S_sp_ HMT_360
S_massiliensis
F_Eubacteriaceae
S_extructa
S_sp_ HMT_448
S_fastidiosum
S_loescheii
G_Bulleidia
S_flava
S_lacterium_HMT_365
G_Peptidiphaga
G_Bacteroidetes_ G_3
G_Desulfobulbus
S_buccae
S_mupltispecies_spp13_2
G_Pseudoramibacter
F_Desulfobulbaceae
Desulfobacterales
S_oricola
C_peltaproteobacteria
S_sanguinis
G_Lacrimispora
S_alactolyticus
G_Bacteroidetes_ G_5
S_sp_ HMT_041
S_rpultispecies_spp2_2
S_xylarfolytica_nov_88_613

S_intermedius

-

|Mycoplasmataceae
I0O_Mycoplasmatales
S_oralis
P_Tenericutes
S_bacterium_HMT 511
S_salivarium
S_gracilis
S_yenonis_nov_94_456
C_Mollicutes
G_Mycoplasma
S |dianae_nov_97_830
S_meyeri
b_parahaemolyticus

S_gingivicola

S_umeaense

S_orale
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S_multispecies_spp
S_lingnae

S_sp_ HMT 074
S_dispar

S_odontolytica
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F_Carnobacteriacea
G_Granulicatella
S_adiacens
G_Schaalia

O_Actinomycetales
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F_Actinomycetacea
S_parasanguinis_clgde_411
C_Actinomycetia

P_Actinobacteria
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