Signiticantly Represented laxa

O_Lactgbacillales|
C_Bacilli
G_Streptococcus
F_Streptogoccaceae
F_Prevotellaceae
P_Firmicutes|
G_Prevotella
P_Bacteroidetes|
O_Badteroidales|
C_Bpcteroidial
P_Actinobacteria
C_Actimomycetial
S [salivarius
S_melanjinogenica
f_Actinomycetaceae)
O_Actinopnycetales
G_Schaalia
S_mitis|
S_paraganguinis_flade_411
S_mpltispecie§_sppl7_2
G_Rothia
F_Microgoccaceae
O_Micrococcales
G_Granulicatella|
F| Carnobagteriaceae|
G_Alloprevotella
S_odpntolytica
S_murgilaginosa
S| adiacens|
S_jejuni
$_histicolal
G_Actinomyces|
S_cHosunense
S_pallens|
S_downii
S_sp_|HMT_172
S_sp_|HMT_308
F_Leptotyichiaceae|
9 _infantis_tlade_431
S_hagmolysans
S_graevenitzii
S_rpultispecigés_spp3_3,
G_Langefieldella
F_Atopobiaceae)
O_Corioblacteriales
C_Coripbacteriia
S_parvula
9 australis
$_perflava
C_Nedativicutes|
S_sp_|HMT_066
G_Oripacterium
g_Pseudolgptotrichia
S_sp_|HMT_221
S sp_|HMT 417
S_sp_|HMT_473
G_Lgptotrichia
S_dispar]
b_rogosae|
S_sinus
S_salivae|
S_meyeri
S_lingnae|
S_nanceiensis|
S_sp_|HMT_061
b_elegans|
O_Flavohjacteriales|
C_Flavpbacteriia
G_Mogipacterium
S|diversum
F_$accharibgcteria_ TM7__ F_1 |
_Yaccharibgcteria_ TNI7__ O_1 |
_$accharibdcteria_ TM7__ C 1 |
P_Sac¢haribacteria_ TM7_|
G_Lachnospiracg¢ae_ G_2 |
S_bacterium|{HMT_096
S_yespertina
G_Jaccharibgcteria_ TNI7__ G_1 |
S_bacterium|{HMT_352
S_sp_|HMT 074
G_Lag¢hnoanaernobaculum)
S_multispecies_sppnl_2_nqv_97_976
G_Megdasphaera
S_microfuciformis|
S_sp_|HMT_306
IG_Corynepacterium
F_[Corynebagteriaceae|
@®_Coryneblacteriales
F_Weeklsellaceae
S_sp_|HMT_180
S_rava
S_mpltispecie§_sppl8_3
b_parasanpuinis_clafle_411_ndv_97_976
S_orale|
F Ruminog¢occaceae
D_Selenomonadales
F [Selenomgnadaceae|
G_Selénomonas|
S_mpltispecie$_sppl6_2
S_sp_|HMT_169
S_sp_|HMT_914
S_dentocariosa
_Flavobagteriaceae
G_Capnogytophaga
S_sp__ HNMIT_473_nqv_97_546
S_durum|
G_Yaccharibgcteria_ TNI7__ G _6 |
S_sp_|HMT_780
S_sp_|HMT_136
S_aeria
S_sp_|HMT_309
G_Cloacipacterium
S_sp_|HMT_206
G_Apiotrophia
F_Aerogoccaceae)
S|defectiva
G_Peptostreptococcacg¢ae_ G 1 |
S_| Eubacterfum__sulci
S_sp_|HMT_930
G_Riemerella)
S_sp_[HMT 322
G_Ruminococcac¢ae_ G_2 |
S_bacterium|{HMT_085
S_perigdonticum
S_hagmolyticus
S_rjigrescens|
Slgingivalis|
S_tacterium|HMT_870
S| tannerae
S_sp_ HNIT_180_nqv_97_930
S_oralis_subsp__dlentisani_flade_058]
$_jejuni_nqv_97_755
S_bacterium|{HMT_075
G_Ruminococcac¢ae_ G_1 |
S_sp_|HMT_455
G_Blityrivibrio
S_haemaqlyticus_nqv_97_947
G_Abgconditabgcteria_ SR1__ G_1 |
F_Abkconditabgcteria_ SR1__ F 1 |
O_Absconditabgcteria_ SR1__ O_1 |
C_Abgconditabacteria_ SR1__ C 1 |
P_Absconditabactgria_ SR1 _|
S_bacterium|{HMT_875
S_sp_|HMT_175
S_sp_|HMT_057
S_sputigenal
S_sp_|HMT_149
G|Lautropia
F_Burkholderiaceae|
O_Burkholderiales
3 _mirabilis
S_oralis|
b_Kingella|
S sp_[HMT 917
S_sp_|HMT_305
S |durum_nqv_97_083
S_oris
S|gingivalis|
S_vestibularis
S_micra
G_Peptidiphaga
S_sp_|HMT_183
b_nucleatym_subsp] vincentii
S sp_[HMT 171
F_Peptoqoccaceae
G_Peptococcus
S_sp_|HMT_168
S_sp_|HMT_036
G_Dialister]
S_invisus|
S_l¢adbetteri
S_paeslundii
S_mepssiliensis
S sp_|HMT 448
5_parahagmolyticus|
S_infermedius
S_mutans|
G_Bifidopacterium
S_longum
S_shahii
S_sp_|HMT_170
S_sp_|HMT_064
S_oris
S_mfatruchotii
S_bagterium_HMT_870_nqv_96_994
S_gurantiaca
S_sp__HMIT_175_nqv_97_746
S_hjsticola_nqv_97_551]
S [koreensis
S_propionica
F_Propioniba¢teriaceae|
O| Propionibjacteriales
G Arachnia
S_mpltispecie§_spp20_2
S_scopos|
S_cinerea
S_mpltispecie$_sppl9 2
S_sp_|HMT_218
S| denticola
S_oralis|
S_iptermedia
S_bacterium|{HMT_345
5_parvum
lodontalis|
S_paraghrophilus
G_Solofacterium
F_Erysigelotrichaqeae
O_Erysipelotrichales
C_Erysipelotrichia
S_moorei
S_sp_ HMT_110_rjov_97_68#
G_Allos¢ardovia
S_omnigolens
G_Peptqanaerobafter
S__Eubgcterium_yurii
S_planticola
G_Raoultella
S_corroglens
G_Eikenella
G_Staphylococcug
S_multigpecies_sgp26_3
F_Staphylococcaceae
S_oralis| subsp__tigurinus_clade_070
S_sicca
S_sp__ HMT_284 rfov_96_51p
S_sp_ HMT_277
S_showge
S_sp_ HMT_215
S_sp_ HMT_278
G_Saccharibacterfa_ TM7__|G_3_
S_bacterium_HMT| 351
S_sp__ HMT_204
S_mucopa
S_longum
S_bacterium_HMT| 922
G_Peptqstreptocofcaceae_|G_7_
S_catonfae
S_aphrgphilus
S_sangyinis_nov_97_782
S_oralis|
S_pittmpniae
S_concisus_nov_9[7_831
S_nucleptum
S_sangyinis
S_cristafus_clade[578
S_sp_ HMT_512
S_sp_ HMT_097
S_oralis| subsp__tigurinus_clade_071
S_sangyinis
G_Stomptobaculum
S_concisus
S_sp_ HMT 423
S_gorddnii
S_hwaspokii
S_multigpecies_sgp24_2
S_sp_HMT_110
G_Klebgiella
S_aerodenes
G_Gemella
F_Gemgqllaceae
O_Bacillales
G_Campylobacterf
F_Campylobactergaceae
O_Campylobacterples
C_Epsilgnproteobacteria
S_multigpecies_sgpn9_2_nojy_96_842
S_morb|llorum
S_multispecies_sgqp2_2
F_Peptoptreptocogcaceae
G_Peptqgstreptocofcus
S_stomatis
S_pasteyi
O_Enterpbacteralgs
F_Enterpbacteriadeae
S_sp_ HMT_513
G_Parvimonas
F_Peptopiphilacege
O_Tissigrellales
C_Tissidrellia
G_Porphlyromonaq
F_Porphlyromonadaceae
S _flava
S_subflgva
S_flavegcens
S_perioglonticum
O_Fusobacterialeg
C_Fusobhacteriia
P_Fusobacteria
S_segnip
G_Fusobacterium
F_Fusobacteriacege
F_Pasteprellaceaq
O_Pastqurellales
G_Aggregatibacter
C_Betaproteobacteria
G_Neisgeria
F_Neissgriaceae
O_Neisgeriales
C_Gaminaproteolacteria
P_Protepbacteria

—-5.71 —4.59 -3.47 -2.35 -1.23 -0.11 1.01

LDA SCORE (log 10)

2.13 3.25 4.37 5.49



