= bloflim_R Sigmmicahtly'Represented Taxa

-5.20 —-4.17 -3.14 —-2.11 -1.08 —-0.05 0.98 2.01

G_Aggredatibacter
S_segnis
S_periodonticum
O_Fusobacteriales
C_Fusgbacteriia
P_Fuspbacteria
G_Fusoljacterium
F_Fusobacteriaceae
G_Porphyromonas
F_Porphyromopadaceae
P_Bacteroidetes
O_Bacteroidales
C_Bacteroidia
O_Eubacteriales
C_[lostridia
S_pasteri
S| subflava
F_Peptoniphilaceae
O_Tisgierellales
C_Tlissierellia
G_P4drvimonas
F_Peptostreptocpccaceae
S_flava
G_Peptostreptococcus
S| stomatis
F_Enterobacteriaceae
S_sp_|HMT_513
S_mugilaginosa
S_multigpecies_sgpn9_2_nol_96_842
S_derogenes
G_Klebsiella
S_sp_|HMT_110
S_mgqrbillorum
S_hwasookii
G_Rothia
F_Microcpccaceae
O_Micrpcoccales
O_Bacillales
G Gemella
F_Gerpellaceae
S_orali$_subsp__tigurinus_dlade_071
S_sp_[HMT_097
[G_Stomatpbaculum
F_Lachnospiraceae
S_gristatus_dlade_578
G_Megasphaera
S_microrjuciformis
S_cdncisus_nol_97_831
S_p|ttmaniae
S| catoniae
G_Solohacterium
F_Erysipelotfichaceae
O_Erysipelptrichales
C_Erysipelotrichia
S_moorei
S_Hacterium_|HMT_351
G_Spccharibagteria_ TM7__ G_3_
$_mucosa
S_sarnguinis_noy_97_782
F_Jaccharibacteria_ TM7__ F_1_
O_Spccharibagteria_ TM7___ O_1_
C_Saccharibafteria_ TM7__ C 1_
P_Sacdharibactefia_ TM7_
G_Leptotrichia
S_sp_|HMT_215
F_Leptotrjchiaceae
S_|Eubacteritim__sulci
G_Peptostreptococcacdae G 1_
S_chpsunense
G_lfeptostreptococcacgae_ G_7_
S_Hacterium_|HMT_922
S_micra
S _salivae
S| cristatus
S_sp_[HMT_278
S_orali$_subsp__tigurinus_dlade_070
S_meyeri
S_sp_|HMT_277
S_sp__HMT_305_nop_93_865
S_sp__ HMT_284_nopy_96_516
S sp_[HMT_064
S_jejuni
F [Staphylocbccaceae
S_miiltispecies| spp26_3
G_Staphylococcus
G_Allopcardovia
O_Bifidobgcteriales
F| Bifidobacteriaceae
S_omnicolens
S_miiltispecies| spp14_2
G|Peptoanagrobacter
S| Eubactefium_yurii
S_sp__HMT_110_nop_97_684
G_Mogiljacterium
S |diversum
S_oralid subsp__dentisani_dlade_398
G_Abiotrophia
F_Aerocpccaceae
S |defectiva
$_elegans
S_nanceiensis
S_shahii
S_pingivalis
S_npultispecigs_sppl_2
S_sp_ HMT_175_nol_97_746
B cinerea
S_Racterium_[HMT_875
P_Abscornditabactefia_ SR1_
O_Abgconditabafcteria_ SR1__ O_1_
G_Abgconditabafcteria_ SR1_ G 1_
F_Abgconditabgcteria_ SR1__F 1_
C_Abqconditabgcteria_ SR1__ C 1_
S_argenforatense
G_Ladghnoanaerpbaculum
f_Ruminocpccaceae
[5_Coryneljacterium
Q_Corynebacteriales
F_Corynebacteriaceae
S |tannerae
G_Rumihococcacdae_ G _2_
S_Racterium_[HMT_085
S_pallens
S_multigpecies_sppnl_2_noy 97_976
S_haemolyticus_npv_97_947
S_aeria
S_oris
S_sp_ HMT_170
S_sp_ HMT_056
G_Saccharibacterip_ TM7__ |G_1_
S_bactefium_HMT|352
S_oralis
G_Kingella
S_sp_ HMT_061
S_tobetquensis
S_intermedius
S_oralis
S_sp_ HMT_169
S_sp_ HMT_057
S_sp_ HMT_066
S_multigpecies_spp3_3
S_graevenitzii
G_Catonella
S_morbi
G_Actingmyces
S_downi
S_austrglis
S_sp_ HMT_172
S_sp_ HMT_180
S_marcgscens
S_mitis
S_parasanguinis_dade_411
S_melaniinogenica
G_Eikenella
S_corrodens
S_surfagtantfaciens
S_atypida
S_multigpecies_spp8_2
S_odontplytica
S_dentogariosa
S_conciqus
S_gordofii
S_disparn
S_rogosae
G_Schadlia
G_Granylicatella
F_Carnopacteriacdae
F_Actinomycetacepe
O_Actingmycetales
S_adiacgns
S_parvula
G_Serratjia
F_Yersinfaceae
S_multigpecies_spp24_2
S_perflaya
S_sangujnis
S_nuclegtum
P_Firmicpites
C_Bacilli
S_multigpecies_spp2_2
G_Strepfococcus
F_Streptpcoccacege
O_Lactobacillales
G_Neisseria
P_Protedbacteria
C_Betapfoteobacteria
F_Neissdriaceae
O_Neiss¢riales
C_Negatjvicutes
F_Veillorjellaceae
O_Veillopellales
G_Veillopella
S_flavesfens
G_Haemjophilus
S_parairffluenzae

LDA SCORE (log 10)

3.04 4.07 5.10



