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P_Bacteroidetes
C_| Bacter0|d|a
O_Bacteroidales
F_Prevotellaceae
G_Prevotella
P_Actinebacteria
O_Actinomycetales
C_Actinobacteria
P Fusobactena
F: Actmomycetaceae
G Actmomyces
S_periodonticum
G_Fusobacterium
C_Fusobacteria
F_Fusobacteriaceae
O_Fusobacteriales
S_melaninogenica
F Lachnosplraceae XIV_
F M|crococcaceae
G_Rothia
S_mucilaginosa
O _Fusobacteriales
S_odontolyticus
P_Proteobacteria
G_Leptotrichia
C Fusqbacterua
F Leptotrlchlaceae
F Peptostreptococca(:eae XI_
S_infantis
S sp__str__C300
S_graevenitzii
S pallens
G_Neisseria
F_Neisseriaceae
O_Neisseriales
C_Betaproteobacteria
G_Alloprevotella
G_Granulicatella
(0] Bacillales
F Porphyromonadaceae
S _pasteri
G Porphyromonas
S.i austrahs
S histicola
S moorei
F_ Carnobacterlaceae
S_ | Eubacterlum __sulci
G Peptostreptococcaceae Xl _G_1_
G Orlbacterlum
S paradlacens
S_ orale
S_micronuciformis
G_Lachnoanaercbaculum
F Lachnospiraceae
G_Solobacterium
G Megasphaera
O Ery5|pelotr|cha|es
F Baallaceae
F Ery5|pelotr|chaceae
G Bacillus
S sp_ HMT 215
S_tannerae
C_Erysipelotrichi
S_sp__HMT_ 417
S:subflava
S. stomatls
G Peptostreptococcus
S. conusus
G Campylobacter
C Epsllonproteobacterla
(¢] Campylobacterales
S sinus
S _parasanguinis_ll
S_flavescens
subﬂava
F Campylobacteraceae
P Abscon.dltabactema SR1_
S sp_| HMT 308
C_ Saccharlbacterla TM7 _C1_
G_! Saccharlbacterla TM7 G 1_
S_| bacterlum HMT 352
F Saccharlbacterla TM7 F1
O_ Saccharlbactena TM7 0.1
G Atopoblum
O Corlobacterlales
F Corlobactenaceae
C_ Corlobacterua
P Saccharlbactema T™M7_
S _parvulum
S sp_ HMT 097
5_salivae
G . Gemella
F Staphylococcaceae
G Stomatobaculum
G Abscondltabacterla SR1 __G.1_
C Abs‘condltabatterla SR‘l C1l
F_Absconditabacteria_ SR1__F 1_
0] Abscondltabacterla SR1 0.1
S morbi
S sp HMT 061
©S_jejuni
G Catonella
S sp_| HMT 074
S_| nance|en5|s
G Lachnospwaceae G 2_
S_bacterium HMT 096
S_multispecies_spp2_2
S sp_ HMT 221
S_sp_ HMT_306
- S_oralis
S sangum|s
G_| Rumlnococcaceae G 2_
S bacterlum HMT 085
F- Ruminococcaceae
S _bacterium_HMT 875
S_sanguinis

S_bacterium_HMT_345

S_aeria

B agalactlae

S parasa,ngumis_l
| S atyplca :
S_parvula
F_Veilloniellaceae
G_veillonella :
S multlspeues spp6 2
P F|rm|cutes
C_BaC|II|:
G_Strept:bcoccus _
O_Lactobacillales :
S_saIivar‘;ius :

; F_Streptécoccaceaie
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