SP16 Bacteroides acidifaciens (0.02%]|0%|0%]|0%|0%]|0%)
* SP14 Bacteroides sartorii (0.07%]0.85%|0.24%|0%]0.14%|0%)

* ¢ ¢ o o o SP10 Enterorhabdus mucosicola (0%]|0%|0.02%|0%|0%]|0%)

' Wild Type_2 Days
' Wild_Type_8_Days
' Transgenic_8 Days
O Transgenic_2_Days
O wild_Type_14 Days
' Transgenic_14_Days

substitutions/site
0 0.1

® ¢ o O o @ 5p4 Corynebacterium mastitidis (9.66%]|2.25%]|1.30%]|14.61%]|3

e ° < e GPp13 Bifidobacterium pseudolongum (0%]1.56%|0.24%|0%]|0.13%|1

® @@ O O@ 5sP1 Escherichia coli (10.40%)|20.05%)|22.84%|9.48%|17.44
e ¢ ¢ o o ¢ GP18 Turicimonas muris (0%|0%]|0.07%]|0%|0%]|0.029

I- * ° ¢ o o ¢ GP19 Sutterella sp._str. cont1.66 (0%|0.03%|0%]|0%

e ° o o ¢ SP22 Parasutterella excrementihominis (0%]0.04%|{

0.2

e o o o o e SPg Faecalibaculum rodentium (0%|1.11%|1.69%|
...OO. SP5 Lactobacillus murinus (13.19%]33.72%|24.48%]|15.52%|2
SP3 Streptococcus thoraltensis (54.23%|3

0.3

@ e o O 0 e 5p2 Streptococcus danieliae (12.21%]3.41

e o ¢ o o ¢ GP17 Staphylococcus sciuri (0.09%]|0%|0.06%|
e ° ¢ o o o SP23 Enterococcus casseliflavus (0%]|0%|0%]|0.13%]|0%

_[ * ° ¢ o o ¢ GP15 Enterococcus sp._str. F95 (0%|0.51%]0.35%|0%|0.
e ° o o o e SP9 Enterococcus faecalis (0.13%]|0.70%]|1.22%]0.13%|1




