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Terrimonas multispecies_sppn12_2_nov_90.928%
Gloeobacter multispecies_sppn10_2_nov_83.592%
Acinetobacter calcoaceticus_pittii
Staphylococcus argenteus_aureus_roterodami
Bradyrhizobium archetypum_australiense_cajani_japonicum_liaoninge ...(8 species)
Bacillus albus_cereus_luti_nitratireducens_paramycoides_tro ...(6 species)
Pasteurella_Rodentibacter caecimuris_heylii
Staphylococcus saprophyticus_xylosus
Lachnospiraceae_[G−3] bacterium_MOT−168_nov_97.495%
Parafannyhessea umbonata_nov_92.161%
Prevotella sp._HMT_317_nov_90.244%
Lachnospiraceae_[G−6] bacterium_MOT−171_nov_94.549%
Alistipes putredinis_nov_94.444%
Parasutterella excrementihominis_nov_97.972%
Muribaculaceae_[G−2] bacterium_MOT−104_nov_89.621%
Muricomes intestini_nov_89.583%
Anaerostipes caccae_nov_96.328%
Muribaculaceae_[G−1] bacterium_MOT−129_nov_83.636%
Prevotella shahii_nov_87.602%
Muribaculaceae_[G−1] bacterium_MOT−129_nov_86.089%
Muribaculaceae_[G−1] bacterium_MOT−129_nov_89.431%
Muribaculaceae_[G−2] bacterium_MOT−104_nov_85.686%
Lachnospiraceae_[G−7] bacterium_MOT−172_nov_91.718%
Duncaniella freteri_nov_87.424%
Ralstonia solanacearum_nov_96.296%
Streptococcus azizii_nov_95.171%
Parasutterella excrementihominis
Enterococcus gallinarum
Cutibacterium acnes
Ligilactobacillus murinus
Streptococcus thoraltensis
Enterococcus casseliflavus
Streptococcus danieliae
Staphylococcus ureilyticus
Akkermansia muciniphila
Limosilactobacillus reuteri
Bacteroides thetaiotaomicron
Bifidobacterium pseudolongum
Staphylococcus caprae
Alistipes sp._MOT−127
Stenotrophomonas maltophilia
Aggregatibacter sp._HMT_512
Acutalibacter muris
Muribaculaceae_[G−1] bacterium_MOT−129
Epilithonimonas hominis
Lactobacillus johnsonii
Ileibacterium valens
Streptococcus oralis_subsp._tigurinus_clade_071
Shigella flexneri
Clostridium disporicum
Klebsiella oxytoca
Acidovorax ebreus
Massilia pinisoli
Leucobacter chromiiresistens
Corynebacterium macginleyi
Agrobacterium vitis
Lachnospiraceae_[G−1] bacterium_MOT−166
Actinidia eriantha
Citrobacter amalonaticus
Kosakonia sacchari
Sphingobacterium multivorum
Enterobacter asburiae
Microbacterium maritypicum
Muribaculaceae_[G−2] bacterium_MOT−104
Hungatella hathewayi
Lachnospiraceae_[G−11] bacterium_MOT−177
Bacillus subtilis
Enterobacter mori
Lysinibacillus sphaericus
Proteus mirabilis
Klebsiella pneumoniae
Parabacteroides distasonis
Magnetospirillum magnetotacticum
Methylobacterium goesingense
Erysipelotrichaceae_[G−1] bacterium_MOT−189
Porphyromonas endodontalis
Fusobacterium nucleatum
Streptococcus sp._MOT−012
Fusobacterium nucleatum_subsp._vincentii
Neisseriaceae_[G−1] bacterium_MOT−031
Corynebacterium matruchotii
Actinomyces sp._HMT_448
Escherichia fergusonii
Lachnospiraceae_[G−14] bacterium_MOT−185
Bacteroides acidifaciens
Mammaliicoccus lentus
Mammaliicoccus sciuri
Enterobacter hormaechei
Citrobacter koseri
Streptococcus mutans
Acidovorax monticola
Comamonas testosteroni
Streptococcus acidominimus
Pseudomonas putida
Eubacteriales_[G−2] bacterium_MOT−162
Acinetobacter lwoffii
Eubacteriales_[G−1] bacterium_MOT−159
Lawsonella clevelandensis
Acinetobacter johnsonii
Enterococcus faecalis
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