O_Desulfovibrionales
F_Desulfovibrionaceae
C_Deltaproteobacteria

fairfieldensis_nov_96_349
G_Desulfovibrio
um_MOT_171_nov_97_694
senegalensis_nov_93_686
um_MOT_153_nov_91_631
xylanophilum_nov_89 940
G_Oscillospiraceae_ G _6_
5_Lachnospiraceae_ G_14_
um_MOT_183_nov_97_854
P_Saccharibacteria_ TM7_
um_MOT_171_nov_94_549
um_HMT_351_nov_93_800
O_Rhodospirillales
um_MOT_168_nov_97_495
charibacteria_ TM7__ F_1_
S_blakemorei_nov_83_371
G_Magnetovibrio
C_Alphaproteobacteria
F_Thalassospiraceae
haribacteria_ TM7__ O_1_
haribacteria_ TM7__ G_3_
“haribacteria_ TM7__ C_1_
S_freteri_nov_93_699
S_freteri_nov_90_184
G_Muribaculum
S_intestinale
um_MOT_129_nov_88_129
G_Hathewaya
5_proteolytica_nov_83_297
um_MOT_104_nov_88_800
C_Verrucomicrobiae
S_thetaiotaomicron
S_muciniphila
G_Akkermansia
F_Akkermansiaceae
P_Verrucomicrobia
O_Verrucomicrobiales

S_freteri_nov_93_712

um_MOT_104_nov_89_000

S_freteri_nov_88_330

S_rodentium
G_Faecalibaculum
mentihominis_nov_97_972
um_MOT_104_nov_87_174
O_Enterobacterales
F_Enterobacteriaceae
C_Gammaproteobacteria
S_hormaechei
G_Enterobacter
G_Citrobacter

S_koseri

G_Longibaculum
S_muris_nov_86_957
F_Muribaculaceae
G_Muribaculaceae__ G_1_
S_goldsteinii
G_Limosilactobacillus

S _reuteri

um_MOT_129 nov_86_640
S_putredinis_nov_94_444
_massiliensis_nov_87_705
G_Beduini

S_gallinarum
G_Parabacteroides
F_Tannerellaceae
G_Enterococcus
F_Enterococcaceae
um_MOT_104_nov_88_822

Significantly Represented Taxa
I Stool Old_Non_Perio Female [ Stool Old Perio Female

I Stool Old_Non_Perio_Male I Stool Old Perio_Male

N -
ul

2 3
LDA SCORE (log 10)

o -
=

B St
1 st



