
6.0 4.8 3.6 2.4 1.2 0.0 1.2 2.4 3.6 4.8 6.0
LDA SCORE (log 10)

G_Sutterella

S_sp__str__cont1_66

O_Burkholderiales

S_freteri_nov_86_989

F_Alcaligenaceae

C_Betaproteobacteria

S_freteri_nov_88_743

G_Gabonia

S_massiliensis_nov_86_891

F_Porphyromonadaceae

G_Corynebacterium

F_Corynebacteriaceae

O_Corynebacteriales

S_mastitidis

S_danieliae

G_Bacteroides

S_thetaiotaomicron

F_Bacteroidaceae

S_thoraltensis

P_Firmicutes

O_Lactobacillales

C_Bacilli

G_Streptococcus

F_Streptococcaceae

Significantly Represented Taxa

Fecal.ligNoSPM ligature.NoSPM


