O_Bacteroidales
P_Bacteroidetes
C_Bacteroidia
F_Muribaculaceae
G_Duncaniella
S_freteri_nov_84_815
F_Rikenellaceae
G_Alistipes
C_Clostridia
S_freteri_nov_90_512
S_muciniphila
F_Akkermansiaceae
C_Verrucomicrobiae
O_Verrucomicrobiales
P_Verrucomicrobia
G_Akkermansia
S_freteri_nov_86_989
_massiliensis_nov_86_891
G_Gabonia
F_Porphyromonadaceae
S_freteri_nov_94_151
C_Betaproteobacteria
G_Sutterella
F_Alcaligenaceae
S_sp__str__contl_66
O_Burkholderiales
O_Eubacteriales
S_freteri_nov_87_194
senegalensis_nov_94 073
S_freteri_nov_93_585
S _freteri_nov_87_896
S_freteri_nov_93_974
S_freteri_nov_87_079
O_Clostridiales
F_Bifidobacteriaceae
S_pseudolongum
G_Bifidobacterium
O_Bifidobacteriales
C_Actinomycetia
S_freteri_nov_88_476
_proteolytica_nov_83_768
G_Hathewaya
F_Clostridiaceae
G_Acutalibacter
S_muris

G_Turicibacter
F_Turicibacteraceae
S_sanguinis_nov_95_635
F_Oscillospiraceae
S_freteri_nov_88_743
G_Eubacterium
F_Ruminococcaceae
S_siraeum_nov_91_252
S_freteri_nov_83_146
P_Actinobacteria
S_acnes
F_Propionibacteriaceae
G_Propionibacterium
O_Actinomycetales
C_Actinobacteria
C_Gammaproteobacteria
P_Proteobacteria
F_Enterobacteriaceae
O_Enterobacteriales
F_Propionibacteriaceae
C_multiclass
G_Propionibacterium
S_acnes
O_Actinomycetales
S_johnsonii
S_multispecies_spp2_3
G_multigenus
G_Acinetobacter
F_Moraxellaceae
O_Pseudomonadales
S_danieliae
G_Streptococcus
F_Streptococcaceae
C_Bacilli
O_Lactobacillales
P_Firmicutes

S speciesl_MOT12
S_thoraltensis
O_Corynebacteriales
G_Corynebacterium
F_Corynebacteriaceae

S_mastitidis
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