Relative abundance

K_Bacteria.P_Proteobacteria.C_Gammaproteobacteria.O_Enterobacteriales

[class: ligature.NoSPM | [class: ligature.SPM)|

0.200

0.175

o

-

(O]

o
1

0.125 A

0.100 A

0.075 A1

0.050 A1

0.025 A1

0.000 -




