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Acetivibrio
Acinetobacter
Acutalibacter
Akkermansia
Alistipes

Bacteroides
Bifidobacterium
Corynebacterium
Cutibacterium_Propionibacterium
Dubosiella
Duncaniella
Erysipelatoclostridium
Escherichia
Escherichia_Shigella
Eubacterium
Gabonia

Hathewaya
lleibacterium
Lacnoclostridium
Ligilactobacillus
multigenus
Propionibacterium
Staphylococcus
Streptococcus
Sutterella

Turicibacter



