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F4468.S107

F4468.5077

F4468.S117

F4468.S057

F4468.S067

F4468.5217

F4468.S5247

F4468.5227

F4468.5037

F4468.S177

F4468.5187

F4468.5167
F4468.5127
F4468.5237
F4468.S007
F4468.S097
F4468.5207

Samples

F4468.5137

F4468.5087

F4468.S197

F4468.5027

F4468.5017

F4468.5147

F4468.5257

F4468.5267

F4468.5047

F4468.S157

Group
BVO-FOM

@ FIV-FOM
@ PIV-FOM

Synergistaceae
Spirochaetaceae
Peptostreptococcaceae
Propionibacteriaceae
Saccharibacteria_(TM7)_[F-2]
Propionibacteriaceae
Comamonadaceae
Corynebacteriales_[F-1]
Enterobacteriaceae
Ruminococcaceae
Erysipelotrichaceae
Peptococcaceae
Lachnospiraceae,Lachnospiraceae_[XIVa]
Aerococcaceae

Atopobiaceae

Clostridiales Family XIII. Incertae Sedis
Lachnospiraceae_[XIVa]
Spirochaetaceae
Peptostreptococcaceae_[XI]
Bifidobacteriaceae
Saccharibacteria_(TM7)_[F-1]
Staphylococcaceae
Lachnospiraceae
Cardiobacteriaceae
Corynebacteriaceae

Selenomonadaceae

Family

Coriobacteriaceae
Peptoniphilaceae
Lachnospiraceae_[XIV]
Fusobacteriaceae
Leptotrichiaceae
Corynebacteriaceae
Leptotrichiaceae
Burkholderiaceae
Carnobacteriaceae
Flavobacteriaceae
Campylobacteraceae
Actinomycetaceae
Micrococcaceae
Lactobacillaceae
Veillonellaceae
Micrococcaceae
Fusobacteriaceae
Fusobacteriaceae
Porphyromonadaceae
Veillonellaceae
Prevotellaceae
Neisseriaceae
Pasteurellaceae

Streptococcaceae



