ia.P_Fusobacteria.C_Fusobacteria.O _Fusobacteriales.F_Fusobacteriaceae.G_Fusobacterium.S_multispec

|class: Baseline_Visit| |class: Post_Intervention_Visit|

0.010 |-

0.008 |-

0.006 -

0.004 |-

Relative abundance

0.002 |--

0.000



