K Bacteria.P_Firmicutes.C _Clostridia.O Clostridiales.F_multifamily.G_multigenus.S_multispecies_spp20

Relative abundance

0.035

0.030

0.025

0.020

0.015

0.010

0.005

0.000

[class: WT

| [class: gal_low] (class: inu_low | class: inul_high]

(class: gal_high




