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F4661.S47
F4661.S17
F4661.548
F4661.S37
F4661.S53
F4661.S12
F4661.S42
F4661.S34
F4661.S58
F4661.S33
F4661.S03
F4661.S04
F4661.S56

F4661.S15
F4661.S10
F4661.S57
F4661.S51
F4661.S23
F4661.S21

Samples

F4661.S40
F4661.S27
F4661.S28
F4661.S18
F4661.S52
F4661.S07
F4661.S22
F4661.S45
F4661.S26
F4661.S05
F4661.S35

Group

Baseline Control
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Eikenella
Ottowia
Gracilibacteria_(GN02)_[G-1]
Gemella
Lachnoanaerobaculum
Alloprevotella
Bacteroidales_[G-2]
Catonella
Lachnospiraceae_[G-3]
Stomatobaculum
Gemella
Selenomonas
Parvimonas
Dialister
Olsenella
Arachnia
Treponema
Peptostreptococcus
Bergeyella
Gemella
Leptotrichia
Eubacterium_[XIVa][G-1],Lachnoanaerobaculum
Capnocytophaga
Tannerella
Corynebacterium
Fusobacterium
Campylobacter
Cardiobacterium
Aggregatibacter
Kingella
Pseudopropionibacterium
Abiotrophia
Fusobacterium
Fusobacterium
Porphyromonas
Selenomonas
Granulicatella
Peptidiphaga
Prevotella
Saccharibacteria_(TM7)_[G-1]
Capnocytophaga
Leptotrichia
Veillonella
Haemophilus
Neisseria
Lautropia
Actinomyces
Corynebacterium
Rothia

Streptococcus

Genus



