Relative Abundance

Top 26 species bar plot

24 Weeks.A.Plaque 1 24 \Weeks.B.Plaque 1
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Species

1.00- Bacteroidetes_G sp._Oral_Taxon_B68_nov_82.03%

Cellulomonas gilvus_nov_87.87%
Corynebacterium terpenotabidum_nov_92.31%
Corynebacterium terpenotabidum_nov_92.32%
Devriesea agamarum_nov_86.9%
Fusobacterium hwasookii_nov_87.47%

0.75- Fusobacterium nucleatum_nov_86.73%
Geosporobacter subterraneus_nov_88.04%
Isoptericola jiangsuensis_nov_88.29%

Kocuria indica_nov_89.81%

Mycobacterium multispecies_sppn9_2_nov_83.57%
Other: < 11%

Saccharibacteria_(TM7)_G-5 bacterium_HMT_356
050 Sneathia sanguinegens_nov_85.05%
Streptococcus anginosus

Streptococcus gordonii

Streptococcus gordonii_sp._str._2136FAA
Streptococcus intermedius

Streptococcus mutans

0.25-
Streptococcus pyogenes_nov_89.52%
Streptococcus pyogenes_nov_91.53%

Streptococcus rifensis_nov_90.43%

Streptococcus rifensis_nov_90.59%
Streptococcus rifensis_nov_90.67%

Streptococcus rifensis_nov_91.68%

0.001 Streptococcus sp._str._2136FAA

Veillonella parvula
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