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Samples

Group

@D Bascline.B.Plague 2
@D 12 Weeks.B.Plague 2

Arenibacter
Alistipes
Natronincola
Selenomonas
Actinomyces
Campylobacter
Saccharibacteria_(TM7)_[G-1]
Geosporobacter
Anaerovibrio
Peptostreptococcus
Bhargavaea
Marinoscillum
Thermotalea
Leptotrichia
Streptosporangium
Cellulosimicrobium
Tonsilliphilus
Chryseobacterium
Anaerocolumna
Oceanobacillus
Dermacoccus
Tessaracoccus
Colibacter
Anaeroglobus
Megasphaera
Lactobacillus
Alkaliphilus
Fretibacterium
Flavobacterium
Thermincola
Cellulosilyticum
Thermomonospora
Dialister
Bacteroidetes_[G]
Isoptericola
Vagococcus
Fusobacterium
Cellulomonas
Devriesea
Clostridium
Sneathia
Actinomyces
Saccharibacteria_(TM7)_[G-5]
Fusobacterium
Bowdeniella
Kocuria

Veillonella
Corynebacterium
Mycobacterium

Streptococcus

Genus



