° o o o o GP67 Campylobacter concisus (0.19%]0.17%|0.21%|0%]0.15%0.12%|0.18%]|0.05%|0.12%

© ¢ o o 0o o o o o o SpP205 Campylobacter gracilis (0.42%|0.70%]|0.72%|0%|0.94%|0.77%]|0.55%]|0.76%]0.91

° o o o o o SP122 Campylobacter showae (0.05%|0.24%|0.17%|0%]|0.21%]|0.20%]0.17%]|0.16%]|0.0
o e ©° o o o o o o o GPIP4? Cardiobacterium hominis (0.08%]|0.26%|0.14%]|0%]0.11%]|0.13%]0.1:
¢ ®® Oo @0 0o o o 0 O OO SP140 Haemophilus parainfluenzae (0.87%]|2.23%|2.75%|2.07%|1.

® ° o o o e o o o o o o o o GpP3) Aggregatibacter sp. HMT 458 (0.15%]|0.12%]|0.12%]|0%]|0.26°

© o o e o 0 o o o o o o SP245 Lautropia mirabilis (0.27%]|0.88%]|0.73%|0.46%]|0.25%]|0.72%]0.4
e o e s o 0 0 s o o o o SP176 Kingella oralis (0.34%]|0.81%]|0.49%]0%|0.28%]|0.42%]0.32%]0.4

® ° o o e o o o o o o o o SpPOQ Eikenella corrodens (0.10%|0.24%]|0.13%]|0%]|0.18%|0.19%]|0.1

e o o e o o o s o o o o SP369 Neisseria elongata (0.08%|0.31%)|0.26%|0%|0.09%|0.24%|0.06

* e e o e e o o o o o o o o GP2715 Neijsseria sicca (0.22%]0.25%|0.01%|0%]|0.15%|0.02%|0.16¢

® ¢ ° o o o o o o o o o o o 5Sp4q Neisseria mucosa (0.27%|0.29%|0.54%|0%]|0.28%]|0.38%]0.2
@ ¢ o o 0 e 0 0 0 0 0o o o ¢ GP1]10 Saccharibacteria (TM7) [G-5] bacterium_HMT 356

© © ° o o e o o o o o o o o SPP02 Saccharibacteria (TM7) [G-1] bacterium_HMT 347 (0.33

® ° ° o o ¢ o o o o o o o o GSPJ30 Saccharibacteria_ (TM7) [G-1] bacterium_HMT_346 (O.

© ¢ o o o o o o o o o o o o SP8K Saccharibacteria (TM7) [G-1] bacterium_HMT 349 (O

e ° e o e o o o o o o o o o GP]J538 Bergeyellasp. HMT 322 (0.18%]|0.25%]0.18

I: ® ¢ o o o e o o o o o o o o SP3720 Capnocytophaga granulosa (0.05%]|0.05%]|0.2
® ° o o o e o o o o o o o o GPJI2Q Capnocytophaga gingivalis (0.23%]0.39%]|0.3¢

* e e o o e o o o o o o o o SPP68 Capnocytophaga endodontalis (0.12%|0.19Y

® o o o o e o o o o o o o o GP33Capnocytophaga sputigena (0.10%]0.30%|0.
® ° e ° e e o o o o o o o O SP98 Capnocytophaga ochracea (0.07%|0.10%|0
® © o o o e o o o o o e o o GP34 Capnocytophaga leadbetteri (0.20%]0.50%
® ®© ® o o e o o o o o o o o GSP35 Bacteroidales [G-2] sp._Oral Taxon_274 (0.1
* ° e o e e o o o o o o o o GP2]18Tannerella sp. HMT 286 (0.08%|0.20%]0.:
— ® ° e o o e o o o o o o o o GPJQ]l Tannerella forsythia (0.19%|0.28%]|0.36%]|0%

® © @ o o e o 0o 0 o o o o o GPJ55Porphyromonas endodontalis (0.41%|0
‘ © ¢ ¢ o o @ o o 0 o o o o o GP]52 Porphyromonas gingivalis (0.63%|0.29%)|

_[ ® ° e o o e o o o o o o o o GPIQPorphyromonas catoniae (0.07%]|0.18%]0
° e o o o o o o o o Gp]184 Porphyromonas pasteri (0.17%]0.20%]0.

© o e o 0 e 0o 0o 0 o o o o o GpP27 Alloprevotella tannerae (0.46%]|0..

e e o o e o o o o o o o o o GPp4? Alloprevotella rava (0.12%|0.20%]|0.13
—— °* ° ° ° ° e o o o o o o o o SPg Preyotella oulorum (0.14%|0.29%]|0.19%|0
® ° ¢ o o e o o o o o o o o GP]]] Prevotella salivae (0.06%|0.21%]|0.119
{— ¢ ¢ ¢ 0 0 ¢ 0 0 0 o o o o o GP]? Prevotella oris (0.65%|0.82%|0.56%]|]
* ¢ ° ° o e o o o o o o o o Gp55 Prevotella maculosa (0.07%]0.11%)|
® ° ° o o e o o o o o o o o GPI26 Prevotella sp. HMT 300 (0.19°

® o ¢ 0 o o o o o o o o o o Sp233 Preyotella pleuritidis (0.44%
® ° o o o e o o o o o o o o GP]JQ4 Prevotella oralis (0.14%|0.C

_I__ ® ° o o o e o o o o o o o o GP36 Prevotellaloescheii (0.07%]C

© ®© e ° 0 ¢ 0 0 0 o o o o o SpP29 Preyotella sp. HMT 317 (0.28
® © ¢ o o e o o 0 o o o o o Sp4] Prevotella intermedia (0.20%|0.4
© @ ¢ o 0 & o O 0 o o o o o GPRO Prevotella denticola (0.64%]1.13"

® ° e o o e o o o o o o o o SPP04 Prevotella multiformis (0.10%|(

® o e o o e o o o o o o o o SP79 Prevotella melaninogenica (0.18%]|0.
® ° o o e e o o o o o o o o GPJ129 Prevotella veroralis (0.13%]0.149
® ° o o o e o o o o o o o o GPgR5 Prevotella sp. HMT 314 (0.12%]0.12

© © o o o e o 0 0o o o o o o Gp217]ancefieldella rimae (0.44%|0.54%|0.34%|0%]0.53%|(

I: @ o 06 o 0 @ c 0 0 000 0 ° S5P189Olsenellasp. Oral Taxon 807 (1.06%|0.72%]|1.01%|(

® e o ° o o o o o o o o o o GPA17 Olsenella uli (0.34%|0.10%]0.11%]0%]|0.10%|0.11%
® ° ¢ o o e 0 o o o o o o o Sp]2] Bifidobacterium dentium (0.36%]|0.38%]|0.05%|0

© @ ¢ o o @& o 0o 0 o o o o o GP]E6 Scardovia wiggsiae (0.60%|1.08%|0.22%|0%|C
® e ¢ o o e o o o o o o o o SPI35 Propionibacterium acidifaciens (0.12%|0.03%]|0.0:.

® o o o o e o o o o o o o o SPP60 Arachnia propionica (0.22%|0.15%|0.16%]|0%]0.17¢
e e o o e o o o o o o o o o GSPEY Corynebacterium durum (0.17%|0.24%|0.23%|0%

' Baseline.B.Plaque_1

' 12_Weeks.B.Plaque_1
' 24 Weeks.B.Plaque_2
O Baseline.NA.Plaque_2
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' 24 Weeks.B.Plaque_1
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' 24 Weeks.A.Plaque_1
' 24 Weeks.A.Plaque_2
' Baseline.NA.Plaque_1

substitutions/site
0 0.1 0.2

—— ® © @ 0 0 ® 0 0 0o O 0 O O * S5SP24 Corynebacterium matruchotii (2.15%|1.59%|2.039
© ° © o o e o o o o o o o o Gp3]8 Rothia mucilaginosa (0.47%]|0.25%]|0.47%|0%|0.17

° ¢ o o SP465 Rothia aeria (0.52%]0.44%|0.50%|0%]0.12%]0.72

...O OQQQ OQOQOO SP193 Rothia dentocariosa (14.03%)|12.74%]|18.25%]9.51

© O e 0O o 0 o 0 o o Gp422 Peptidiphaga sp. HMT 183 (1.32%]|0.42%]0.45%

® °© ® o e o o o o o o o o o GpPp76 Actinomyces sp. Oral_Taxon 848 (0.25%|0.36%
* ° e o o o o o o o o o o o GPI8] Actinomyces sp. Oral Taxon 178 (0.16%]|0.3!
® 0 o o o e o 0o o o o0 o o o GpPPG2 Actinomyces sp. Oral Taxon_180 (0.70%|0.86
* ° e o e e o o o o o o o o GPJ7Q Actinomyces odontolyticus (0.21%]|0.06%|0.3
Qe OOO @0 o 00OO0O0 OQ SP361 Actinomyces sp. HMT 448 (5.70%|2.31%|3.

® ° o o o e o o o o o o o o SP370 Actinomyces massiliensis (0.28%]|0.23%]0.1

®© © o o o @ o o o o o o o o GPP93 Actinomyces israelii (0.75%]|0.74%]|0.41%|

® e e o o e 0o 0 o o e o o o SP95 Actinomyces sp. HMT 897 (0.38%]|0.3C
® ° ° o o e 0o o o o o o o o SP27I Actinomyces sp. HMT 414 (0.26%]0.0
® o o o o e o o o o o o o o GP73Actinomyces sp. HMT 525 (0.73%]0.
¢ © ¢ o o ® 0 o ¢ 0 o 0 0 o GpP286 Actinomyces dentalis (0.61%|0.72%|
e © o o o @® 0o o o 0o o 0 o o GpP]7] Actinomyces sp. HMT 171 (0.56%|0.64%|0.25
— * ° ® ° o e o o o o o o o o GP2G Actinomyces johnsonii (0.09%]0.02%|0.47%|09
- * ° o o o @ o o o o o o o o GSPEI9 Actinomyces sp. HMT 170 (0.19%]|0.36%]|0.48%
® ¢ o o o o o 0 o o o o o o SpPJ72 Actinomyces naeslundii (0.23%]0.29%]|0.31%|
© o e o o @ o o o o o o o o SPJQ9 Actinomyces sp. Oral Taxon_171 (0.42%|0.41
_I- © 06 06 0o 0o @ 0o o 0o o 0 o o o GpPR2 Actinomyces sp. HMT 175 (0.86%]|1.07%]1.0-
© ¢ © o 0 ® 0 o o o o o o O SpP249 Actinomyces oris (0.81%|0.49%]|0.64%|0%|0.

¢ o & - 0 6 O 0 0 o 0 o o o GPI47 Actinomyces viscosus (0.82%|0.82%]|1.43%|0
'I ® ° e o o e o o o o o o o o GPIREQ Actinomyces sp. HMT 169 (0.12%]|0.06%]|0.C
® 0 O0o° ®@0 o 00 oo o o0 5p201 Actinomyces sp._str. ChDCB197 (1.86%|1.7€

© ® o o o o o o o o o o o o SP8) Fusobacterium nucleatum_ss _polymorphum (0.39%|
‘I- © @0 - 0@ 00O OO OO O ° SP84Fusobacterium nucleatum_ss_animalis (1.10%|1.6¢

®© @0 ° 0@®0O0O0O0O0 OO ° SP51 Fusobacterium nucleatum (1.56%]|2.88%|1.96%|0%
® o o o o o o o o e o o o o GPI24 Fusobacteria [G-1]sp. Oral_Taxon A71 (1.68¢

® ° e o o e o o o o o o o o Gp27] |eptotrichia sp. HMT 498 (0.15%]0.05%]0.13%

® ¢ ° o o e o o o o o o o o GpPP59 |eptotrichia sp._ HMT_215 (0.09%]|0.16%)]0.12"
© © e 0 o e o o o o o o O o SP]18 Leptotrichia sp. AF189244.1 (0.35%]|0.43%]0.3(
* e ° o o e o o o o o o o o GPJ46 Leptotrichia buccalis (0.11%|0.07%]0.34%|0
© © 0 °© 0 @ 0o 0o O 0o 0 O o o S§P49 |eptotrichia wadei (0.57%|0.97%]|1.07%|0%|1
e e e o o e o o o o o o o o 5pP20 Leptotrichia sp. HMT 417 (0.10%]|0.13%|0.26
—— °* ° ° ° ° e o o o o o o o o GP]124 Fretibacterium fastidiosum (0.21%]0.24%]|0.08%|0%

—— ® ° ° o o e o o o o o o o o GpPP94 Fretibacterium sp. HMT 360 (0.22%]|0.15%]|0.16%|0
[ * e e o o e o o o o o o o o GP7QTreponema sp. HMT 237 (0.10%]0.23%|0.10%|0%
e e e o e o o o o o o o o o GPAQ Treponema sp. HMT 231 (0.04%|0.09%|0.06%|0%

® ° e o o e o o o o o o o o Sp3]] Treponema denticola (0.09%0.23%]0.09%]09
® @ e o o0 o o o o o o o o o SPG3Treponema socranskii (0.45%]|0.49

e ° e o e o o o o o o o o o GP97|achnospiraceae [G-3] bacterium HMT 100 (0.05%
® ¢ o o o e o o o o o o o o SPJ39]|achnoanaerobaculum orale (0.10%]|0.09%]|0.13%|0%

* ¢ c ° o e o 0o o o o o o o GPIO5 Stomatobaculum longum (0.15%]0.35%|0.11%]|0%|
* o c ° ° e o o o o o o o o G5pP278 Shuttleworthia satelles (0.11%]|0.11%]0.06%|0%|(

* ¢ o o o e o o o o o o o o Gp]118 Catonella morbi (0.14%]|0.27%|0.21%|0%]|0.23
® ° e o © e o o o o o o o o GPI42 Oribacterium sp. Oral Taxon_78 (0.20%]0.39%]|0.2

I__ e ° e o e e o o o o o o o o SP7I Parvimonas sp. Oral Taxon 110 (0.05%]|0.32%]0.049
® © ¢ © 0 @ 0 00 OO 0 o ¢ §P3]Parvimonas micra (1.61%|1.31%|1.33%|0%|1.50%]1.1

e e o o o e o o o o o o o o SP234 Filifactor alocis (0.12%]0.25%)|0.18%|0%]0.20%

® e e o e e o o o o o o o o SPP9G Peptostreptococcus stomatis (0.11%]0.21%)|0.2:

® © e o o e o 0o 0 o o o o o §PY9 Peptostreptococcaceae_[XI][G-9] [Eubacterium]_bre

e ° e o e o o o o o o o o o G5Pp3924 Mogibacterium timidum (0.20%]|0.25%]0.21
e ° e o e o o o o o o o o o GP]J53 Peptostreptococcaceae [XI][G-5] [Eubacteriun
—— °* ° ¢ ° o e o o o o o o o o GP]R5 Vejllonellaceae [G-1] bacterium_HMT_155 (0.
— ® ° e o e e o o o o o o o o GSPg\Veijllonellaceae [G-1] bacterium_HMT_150 (0.08%

® ¢ ¢ ° o e o o o o o o o o SP8Selenomonas noxia (0.12%|0.29%|0.21%|0%]0.5
® © o o o0 ¢ o o 0 0o o o o o Gp2] Selenomonas sputigena (0.45%|0.52%]|0.30%]0"
_[ e o o o o e o o o o o o o o GP1]6 Veillonella atypica (0.12%|0.17%]|0.05%|0%]|0.1¢

000 0000000000 sPss8 Veillonella parvula (5.03%|4.48%|4.74%]|11.50%|

® © e o 0 e 0o 0 0o o o o o o SpP28Dialisterinvisus (0.38%]0.53%]|0.65%]|0%]|1.03
— ¢ ° ° ° ° e o o o o o o o o GP9D Megasphaera micronuciformis (0.11%]|0.19%]0.08
e ° e o e o o o o o o o o o SpPP87 Anaeroglobus geminatus (0.17%]|0.28%]0.1

0.3

0.4

® ¢ o o o e o o o o o o o o SP279 Solobacterium moorei (0.09%]|0.06%|0.13%|0%]|C

® °© ° O e e o o o o o o o o GPI83 Gemella haemolysans (0.26%|0.11%|0.08%]|1.66%]|0
‘I * ° e ° o e o o o o o o o o GP332 Gemella morbillorum (0.13%|0.27%]|0.13%|0%|0.289

© ° o o e o o o o o o o o Gp45 Gemella moribillum (0.16%]|0.20%]|0.14%]|0%]|0.11%|0

—— ® ° ° ° o e o o o o o o o o GpPP5H Abiotrophia defectiva (0.15%|0.14%]0.06%|0%|0.3¢
_[ ® ¢ ¢ O o e 0o o o o o o o O SP107 Granulicatella adiacens (0.56%]0.40%|0.30%|2.00%
® ° e ©0 o e o o o o o o o o SP]IQY Granulicatella paradiacens (0.30%|0.17%]|0.23%]0.

—— @ @ @ - 0O ® 00O 0 o OOO ° SP100 Streptococcus mutans (4.27%]|2.07%]|2.43%|(
© 6 ¢ © 0 & o o O 0 0o o o o GP]75 Streptococcus anginosus (0.84%0.80%]|0.5t

® o o o o o o o o o o o o o GSP53 Streptococcus constellatus (0.09%]0.17%]0.2
© ®© 0 ¢c o e 0o 0 0 o0 O o o o §PY94 Streptococcus intermedius (0.45%]|1.26%]1.25°¢
-_I ® e ® o 0 ¢ o o0 o o o o o o GPJ2Y Streptococcus sp. str. 2136FAA (0.36%|0.21%|:
¢ © @ c 00 OO0 00 0 0O O o SpP64Streptococcus gordonii (0.85%|0.92%|1.42%|0%

[ ® ©¢ ¢ o o ® 0 O 0o o o 0o 0o o0 S§P]5 Streptococcus cristatus (1.19%|0.98%|0.77%|0.
® ° e ° 0 e o o o 0 ¢ 0 o o GP]54 Streptococcus sp._str. C150 (0.27%]|0.04%|

¢ o o o o e o o o o o o o o Gp374 Streptococcus salivarius (0.48%|0.12%]0.06

© ®© o 0 o o o o o o o o o o SP]JOY Streptococcus vestibularis (0.43%|0.73%]0.

@ o o Q0 ® 0O o000 o0 o O SP5Streptococcus parasanguinis_ll (1.33%|0.94%|

® ° © o o @ 0 o o o o o o o SPA4? Streptococcus sp. Oral_Taxon_B66 (0.24%|
®©@® @O 0@®O0O0O0O0O0O OO0 o0 SP17 Streptococcus sanguinis (2.75%|3.52%]2.89%|:
® ®0 ©c 0 OO O0O0OOO o ¢ SP52Streptococcus mitis (1.65%|2.25%]|1.47%|0.42°
_I e o 0()e ¢ o 0o o 0 o o 0O SP303Streptococcus sp._ HMT 064 (0.24%]0.11%|0.
0000 @®00OO0 00 00O SP56 Streptococcus sp._str. C300 (3.52%]|2.35%|3.7

* ¢ ° 0 o o o o o o o o o O SP144 Streptococcus sp. Oral Taxon 71 (0.19%]0.16

- ® ®© ¢ 0 O e o o O 0 o0 o o O SP2]12 Streptococcus oralis_subsp._tigurinus_clade_
@006 0e@000O0O0OO OO SP58 Streptococcus oralis (1.89%]|1.50%]|1.65%|6.04
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