
0.0 0.5 1.0 1.5 2.0 2.5 3.0 3.5 4.0 4.5
LDA SCORE (log 10)

S_sp__HMT_138

F_Lachnospiraceae__XIVa_

F_Campylobacteraceae

G_Campylobacter

C_Epsilonproteobacteria

O_Campylobacterales

O_Anaerolineales

F_Clostridiales__F_1_

G_Clostridiales__F_1__G_1_

C_Anaerolineae

S_bacterium_HMT_093

S_bacterium_HMT_439

G_Anaerolineae__G_1_

P_Chloroflexi

F_Anaerolineaceae

S_sp__HMT_359

S_sp__HMT_231

S_bacterium_HMT_150

S_granulosa

S_elongata

S_parainfluenzae

P_Proteobacteria

G_Slackia

S_exigua

S_israelii_nov_97_037

Significantly Represented Taxa

12_Weeks.B.Plaque_1 24_Weeks.B.Plaque_1 Baseline.B.Plaque_1


